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^ jvT.mmizmmt^. ^rm^<D^t:mm-^^^t3 7jXiimmmmiz$>Ki. mm 
(AFP. pivKA-ii) , :Bi.x:f^±mm(Dmmuu^^-^m^^^nx^Tzo jfeMAFP 

(a-fetoprotein) m^itB^O)^^^ 7 mmX'mm^^-r^^. 1H4JFF3^S,€# 

—15. ^mi^mmMX\%m^'k^-t^h-h^^^o ^^^PIVKA-H (protein induced 
by vitamin K antagonist-II)©^ti¥«5fiJii<h^SVi;0^\ Wrmmm^omm'&U 

(Dm^itmcD^mmmx^^m^fj^M.'bn^o mzm^&o^^mz^fommmm. 
^^mmL-rcm^izit. mw.m-^m^n^z.t^$>r). ^r)mmummi[^mi)^<$i> 
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\zmi^^^z.t7!)^m9J}x$>^. ^mmm\zm^-r^m^i^m'^iz'D\^^x\t. igf-ik 

c-myc, cyclinD^VEGF?^ci:^;&^^^^n^>&^\ ^<D^^. itJUtcH^-T^itfe^SS 

M-m^rMM-um<Dmit^KmLx^(D^mu^)v-^mii:'r 

*^H^#^«, ^mmmt4mmmt<Dmx'MB.^(Dmm^m^it^-r^zt 
{cj;oT. mmmx^mu^jKDmtvxi^^mi^i^^n.tii'r :i L:^^x^ ^ t% 
xfzo m^. ^yim-^^^-^7^miim^'^nx\.^^\^hmi^'^(D^x\ a(Dm^^ 
(Dmn:^^fffBxm<ti^x\^^ § <D^^ ^Hj ^ -^^ iz-r^fc «6 (3 #^<^ae^ <D^^ 

^#f{3tt, |^5l5northernblot?£^RT-PCR;0^^ffl!.^^tlTVi:^Co m^X^m 

u^ti tmm-^^'j^-mzuK) . mm^xfsii^^o ^<Dm. jte^^o^i^^^^cDit^^ 

mthX. Differential Display^ (wm fel>^7?$.§o b>0^bDDS«. 



wo 01/09318 



PCT/JPOO/05064 



3 

75mm. zmmum (DmMum(D^u tm\zm-r^ muffin 

btl^o :i(D^o\Z\^xnibrirz.mmt. ^m^uy 7 ^ )V{Q\vre^s\on profile) 

4m (M-mm mm^mB.^'^iD'i^f.siiiizioi^x. mi^i^(D^mu^)v^]ti^i.. 
^mm(Dmit'^^Mitiz^\^^x^mmz^mu^jvA^mt't^m.iRT^m^'rri 

z.^Lxmu-^nrc^m^^^i^%tiz. cdna^-t :/^u-^x^ u-zi>^^t- 
n«\ mnmzmmmx'^mm\z^mu^j\^^^mtLx\^^^m^i^^M^m-r^:i 
tnj^x^^o cDMy^-^yv-it. mmm'PiE'^mmm^^^'jk^(D:^mizj^^x 
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2^^BJ{CfflVi;^^ScDNA^-r :7'^ U— fi, :tU :=f^ir >^?i [K. Maruyama and 
S. Sugano, Gene, 138: 171-174 (1994): Y. Suzuki et al.. Gene, 200: 149-156 

(1 997)] ^^Sffl Lx^f&Lrz^^m(Dm\^^h(D'v$)^.^(D5' m^&m,m(D±x t. 
3' mMmmmo)±3^-^^B^ ^^^iz-^ nx i^^.^ ;^c^ ©^sm^iH^u iz^i^x^b. 
)ii^^Bje);^i^{-^tioc»$)^„ ^i^xzoB^Pjmz-^nrzd^^^&m^L $>^\^>it 

'tXiZy'—^^—T.it^nX^^^o 

z.cDf—^^—T.^m^^x.mk'^yylz^^^^ y y u>iy^)VM¥^o:>m^\z 



wo 01/09318 



PCT/JPOO/05064 



5 

1 . :$:mmzj^^^mnmtT ^ jmmwmm^mift^ 
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CI] Tie (a) ^tz.\% (d) iClB«Oii^Up?^l/^t5^Fo 
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C2] Cl] {3tB«fe®7j^'Jp?i^k:t^FfCck-DTn-F$n^SeK<Dgp 

^-^y^^ F ^3- FT^:^ U >5 l^^^ Fc 
[3] Cl] , ^Tzit [2] {-|Bt!c®zt^U5^^1/:^^F(C=t:oT3- F$ 

n^MSM> *fc{ig|5^^y^Fo 
C4] ClD ^ C2] IZtmo-^^J U:t^ \^^^t^^^ 

C53 C13 , feL<fi C23 {CfEtfeOTj^ U 5? 1/^5^ F, C4] 

tr, C33 tclBm(DSasS7t«g|5^^y^F(DMig:^&, 
C7] C13 > SfcJS C2] (3fE«<7)5i?Up?^i/:t^F, S^cJi^OffiM 

1/^5^ Fo 

C8) [3] iztm(Dmmm^rzUWj^^y^\^izti-r^ifii$^o 

C93 C33 {ciEmcseMt. [83 izmm<Dtni^<D^^^m^Km^ 

(b) m:nzf^-rmmmznm^nrcmmnm^^^u^m^i'<DSfmmm 
Cl 13 CIO] izmm.(D:^m\z^^xn^^t^^r'^ 
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[12] :k(Dx.m^^ts. wm(Dmtiiyimo 

(b) (a) MiJ^^:^&fF^(D#^SiPj®#tt-5>X@ 
[13] 'A(Dj:n^^t^. M©^a:i:^r^o 

(a) [3] {3l2«®SeM:fectD^VS/c(M5^^y5^ K^ffliJ 

(b) (a) ©iPiJ^«S^^fFJ5©#«E<i:Mi^#tt^X@ 

mmi^ommmm^^u^. mpiJ<mmmm(Dm^it. M^mm^mmm^-v^)^ 
mmmj^mi^Tb^ ^ ^m^mmm. ^ l xmnm^ t mmm iz mmt-r ^^(Dt^ 
Ae.nT:feo, ^t^. mmw^'T:m-n\z^^^xmM^^'t^iitmibnx\^^^o 

- FT§<^:*x.^n^o t^e^T, ^(D^y/^'!7no:>m.m^mmT^^h\z^-ox. 

^J7ix;t^h\ Mmc^ni;iJ;Dn- H$ti§^>/t^K}i. MJia^®^.ti^<& 

2^^0J(^*5t/iT4^U^i^l/:^5^Htt. DNA, cDNAOfdl, ^/ADNA. fb^'&^DNA 
7^i:^>■r^ AXe<){^'er^$n;^>J^l/:t5^K^^#:^, Mli^*Abfc3?^l/::t^ 
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7:j::^U^y5^H@E^J^3-F-r^A-Y7^U y Fitted ©-gl^.h bT#^ET^ffi^ 

m^^m^^rz^MM^xm^-^nrcmi^T^^VTi^^. ^rzs taj tia^nxvi 
\z^i.^x^m^mm't^m^f'tL'xmi^^nrzo zi(D^mzmm-r^m.^^t 

LXU. C-Y79AA1 000202, C-NT2RM4001880, C-MAMMA1001259, C-NT2RM4001204, 
C-NT2RM2001855 -fy^^^n^o 

m2(Dmmmz ri2Aj tm^nrzhoi-i. ncm^m^^mmi^^oim (^m 
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^.hbTJS, C-PLACE1010944. C-Y79AA1001077. C-NT2RP300349K C-PLACE100259K 
C-NT2RP3001969. C-OVARC 1001 791 ifi^'^tl^o 

Jte^i LTfS C-NT2RP2002549, C-NT2RP300349K C-NT2RP3003302, C- 
MAMMA1000416 ti^^^tl^o 

^MB.^tVX\t C-OVARC1001916, C-VESEN1000122. C-NT2RM1 000244. C- 
NT2RM4001 880, C-MAMMAl 001 259, C-NT2RM4001 203, C-NT2RP3003302, C-NT2RP3003101 

n«\ 't(D'mm\zmzmmt.f^<. cdnacdm, ^/adna, -fb^-^^DNAT^ji^fe'^ 
itoj^ssH^j^wr^^ u ^ ^ u-t"^ F^^^^^n^c 2^^0j©seM<&^- ft 

1/:^^^ FBB^J t) b < «^<D— g|5 ^ y P - y <h b A-r U if- i> 3 >^-^ C 

n ^ u 5^ ^ 1/ :t 5^ F is^ij ® tf $g ^ff vt^y'^^-^-^m \^^fz.Ycmm 
(Dnm\z^riwm'r^^}ii)^x^^o 

if(cfflVi§:i<h*^T-^^o ia^©fFS^-;^--e$)^AFP-^pivKAii<h#ffflTn«\ 
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2^^0g(Djte^;^)^^:3- FT§^>/^°^M/^)^^ MM(D3iM:fecfctX/ 

F T ^ ^ > A° ^ M ^ntc^-^-r ^ ^ >/N° ^ M <h (D^-^ ^M'&fi^ la ^-r ^ fb-a- 

tg147&^'#;l^>n, ffF3®<hlRii^{c, ^^ViJl^.'t4^(D^?giJ{::fflVi 

^:it:^^x^^. m^it. sE^ijs^ : 1 (T ^ / mmm\ti^nmn : 2) 

n-5)i2^J^i^-::>ae^ rMAMMAiooo4i6j ffflg^^T^cC ^TS^fc^sViT^b^^ 

^{3<j:oTn- F$n^^aK®f^ffl^s^gii-r^ii<hm:^T> M'&comm^^ 
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^mm\zmxv^ mnim.^^x%m,vrz.wBn^nm-r^z.L\z^y)mm:t^ 

Z.tii^'^m.X^^o ^fc, >lf hD h^>XI/-v3 > ron the 

fidelity of mRNA translation in the nuclease-treated rabbit reticulocyte 
lysate system. Dasso, M.C. , Jackson, R.J. (1989) Nucleic Acids Res. 17: 

3129-3144J #M) uE\z^ri:^^^(DWBn^mmr^^}i%'^m,x-$)^o 

mTL^t. m^t^^^^mcDmBmzn-r^^w^m'^x^rz.yy 

^ -"r-^ -ti'yJ^^nmVxmmr^'^^tifiX'^^ (current Protocols in 
Molecular Biology edit. Ausubel et al. (1987) Publish. John Wiley & Sons 
Sectionl6.1-16.19)o 77^ -MMfCfflVi^iaft^. ^ U ^7 □-:^;i/tn;^ 
X$>-oX^'Ey ^U-'r)V^WX^-oX-h^^^o 

^Tz. :^mmiz\i> miiZTT^hTzmm^izmm-^nr^T^/mum^^u^ 

m&m(D^Tj:^r\ :in<b(DmBntmmmzmmumBm^:n-}ir^-^v^ 
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:^n<b:^mmm\z^^^xm'^-^nrz.mBntimtm\znmts.'mBm-i. 

(Current Protocols in Molecular Biology edit. Ausubel et 
al. (1987) Publish. John Wiley & Sons Section 8.1-8.5)) ^fiJfflUTiiSf 

^r)^c^z.t^$)^o :$i^m\zj<t. z(D^oiz:$immmizid\^^xm^-^nrzm: 
mntm^(Dmm^m'r^m.i^. ^©y^ymsE^j mKD^m^mzmm) \z 
^i^^xihLKummoY^/m^mm. x^. mx:i5^uyhL<\tmurjia 

7 ^ ym(D5%&,mx$>D. ^iztt^'^LKu^y ^ ym(D\%}^mx$)^o 

K^WT-BT^yMTcb^JliJ&W^bVic MX\t. Ala, VaK Leu, He, Pro, 

Met, Phe, irpit. mz4^mikT s. ymiz^m-^n^rzit>. m^izmz^n^mr 

^t%Pi^n^o ^fc. t^^m^tl^XU. Gly, Ser, Thr, Cys, Tyr, Asn, Gin 

>e/t^tf bn-g)o ^tc. m^7^ ymtLx\±. hsp:^^zSG\\i^m^f'bn^o 

mm^7 ^ y^tVXU. lys, Arg, Eis-^m^fibn^o 

^fc. :^mmmiz^\^^xm^-^tirz.mBntmmmz^mfjimBmit. mmm 
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(Current Protocols in Molecular Biology edi t. Ausubel et al. (1987) Publ ish. 
John Wiley & Sons Section 6. 3-6. 4) ^ffl ViT:*:|IW!jiC*5ViT|WI^$nfc4^ U 

u-^^Fc^iiSie^y (^1) ^rcu^o—^^htiz^intmm^o^M^^^ 

rixSSC, 0. nSDS, 37t:j S^T^O. cfcOMbV^^i^t^iibTti ro.5xSSC, 0.1% 

SDS, 42'Cj 5gS"e$>D, ^ ^ic^bv^^^t bTf^ ro. ixssc, o.usDS, es^j 

Vi^gl^Ht^Wr-S^^U J^^l/:t5^F®¥il^^^b-5^o mU, ±fBSSC, SDS*5 
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itTo *^HJ{c:43tj-^T^ y^ie^J'^^^SSH^'J®!^— 14^^ Karl in and Altschul 
{C=t§T;i/3f U XABLAST (Proc. Natl. Acad. Sei. USA 90:5873-5877, 1993) 
lCj;oT^^T§ :i<h/O^^T#§o CODyjlzfUXA^zm-^^^T. BLASTN^BLASTX 
iPftfn-5yo^^^Ay5>^^§fl^$nTVi§ (Altschul et al. J. Mol. 
Biol. 215:403-410, 1990)o BLAST{cS-:3'ViTBLASTN(::J:oT:^XSB^iJ^^tlT-r^ 
m-olZ-it. /-^^ ^ — i^ — \trzt^itscoTe = m. word length = 12<ii-r^o ^Tc. 
BLAST {C»-c3'liTBLASTX i; T T 5 / MSH^J €r^tff ^ {:i /I ^ ^ — r^' — 
JS/rt^fi score = 50, wordlength = Zft^o BLAST <hGapped BLAST^D^if^ 

A^fflVi^Jg-g-tc^, $7°p^*^A©5'':7:t>'i/h/i^p^-^-^>^ViSc :in^ 

(D^il=felf^^<D*'»:W7'c£^fef^^^"eab^ (ht tp://www. ncbi. nlm. nih. gov. )o 

ji^^ii'l^S^ (PGR) (Current protocols in Molecular Biology edit. 
Ausubel et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) ^fflli 

■D T 3 - F ^ n ^ ^ a K ^ ^ {cIrI ^/d;® a K ^ # ^ nJ^^T § c 
^ { C f E «^ (D 2^ ^ BJ © S a S { :i b T i« V ^ +i 1^ 14 ^ W -5 CO T o T t) cfc V i o 

:^mm<Dmmw\zM-t^tfii!^^n^rcisb(D'^^mtvxmmx$>^o mz. m(D 
9- Ffi, :$:mm(Dm:Bm\zMiyX^m^(Dm^tfii^^-^^^^^mt i.xmw-^ 
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^mM(D^^^'f^}^\t. {i^t^< thirty m. B^i.<mT^ym^±. 

r^a^m^vi^^o :$^mm<Di$r>/'^^nt:^m-r^mmiz:tdi^^x^^^-^m\^^^ 
m-^izu. mz§^m^^^-f)^mmx^^o ^m^^^-tvxit. 
±mmfH. mmmm^. ^mmi^\Hx^>/'^^m^^m'r^^^^-x$)mtw 
izpm-^nu^^-^^. m^it. mm'SiH^mx^numsT^'^i^- {-/u^tj^m). 
±mmx^nitpET^^ (Novagena®}) , ^mmm.x$>nitpm\8s-?i3^^ 

^— (GenBank Access ion No. AB009864) . ±mmWX$)nUmElSS^^ ^— (Mol. 
Cell. Biol. 8:466~472(1988)) U^i^W^V^^o ^—^(D:^^BM(D^^J y(. 

^ Y(DWx\t.nm\z^rium.mm-^-i v ^m^^tc^) •»-'\LKm\z^y)no 

ZLt-ifiX"^^ (Current protocols in Molecular Biology edit. Ausubel et al. 
(1987) Publish. John Wiley & Sons. Section I1.4~ll.ll) » 

mmWiBn^^m-r^ z. t^^i^r^^. :$imM(DmBn(omm:fjmizm-r^h(D 
x$>^. :^mm(D^^ ^-^mx-^n^m^mmtLxitmzmmtt^< . mm 
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^?LS (Current protocols in Molecular Biology edi t. Ausubel et al. (1987) 

Publish. JolinWiley & Sons. Sect ion 9. 1-9. 9) , U 7i^:7x^^ ^ (GIBCO-BRL 

^^^^mo^mMz'^-^^ti. DM(D^U'-~>^. ^y°^7.5. ]^(Dmm. m^(Dh^ 

it. mmm^^(D:bm. $>^\^^tXmmm(D:^^ [Molecular Cloning, T. 
Maniatis et al., CSH Laboratory (1983), DNA Cloning, DM. Glover, I RL PRESS 
(1985) ftfi] iCipDT^rfcC^ Cl-hT^^'T^-So 

(Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. JohnWiley & Sons. Sect ion 9. 1-9. 9) . V x.^ ^ B. >Wi (GIBCO-BRL 

mm b xnu 

^u-t^]^(D-yj(Dmiz^-r^myj(D$M^mro ^rz. mm^} tit. {i^-u< 
thim(Dmmvrcy^^u^^]^mm.'T:'^^\znm^m'€$>^m^izm^rL'r. 

m5% &.±(Dm&m^i±(Dmmik^m-rn\t^i-^o mm\k^^^-r^rztt)(D7jv 
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\Z\t. lis. 15bp~100bp. $f^U<t*15bp~35bp®IIS^Wr'g):f U3fplii7 
U ^ ^— tf]^mSJ^:^(PCR) tCcfc 13 y y ADNA-PCR^RI-PCRlClcfc D *^BJODNA-^^ 

(DrnMumm^^mmi^. rflp^^, sscp, ^^x>'>>^#(D:^fe^cJ;D^ 

^fz. 1 \z^Lrcnin^mzfE.m(DMmnmf3^ 'bu^-^v ^ 

T>^-fe>x^^^^l#^:i-r;^c8e)ic, ii»^cC< «hfei5bp^±. j?SL<«ioobp. 

$ ^>(C»^b< «500bpi^jl±(DmS^Wb, SOOObpi^^P^. $f ^ U < fi2000bp 

;i © J: >5"ir >XDNA{Cti, MO®^-^ ?&^lwJSfflT^ ;i §0 

MT>^-fe>XDNA(i, ^llC^bfciB^J#-^JClBife(0DNA<D@B^J1f^^S{C:^7. 
/}nO^:^X— (Stein. 1988 Physicochemical properties of 
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phosphorothioate ol igodeoxynucleotides. Nucleic Acids Res 16, 3209-21 

(1988)) r^Eizj:Dmm-r^z.h:^^pjE^i:^^. 

-uE^mmi^x. ex vivo^^^in y\vomtsi^lz^r) B^^^n-^^no o 

:$^mn(Dtfimt. ^-v^u—rjimi$i(Dm'^iz\t. -^mzmi^^rs.ymmmz 

*B ^ T -5 ^ U :^ ^ :7°^ H ^-^^ Lxm^ iz^&T pJtgT 
c5 D (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wiley & Sons. Section 11.12~11.13) , —zlj. =EJ i'U—')-)V 

iKW(Dm'^\z\t.. nm\zm^i^mmx^m.^^mmvt^mBm.^m\^^x'^^7.^^ 

Z. hf)^X'^^ (Current protocols in Molecular Biology edit. Ausubel et al. 
(1987) Publish. John Wiley & Sons. Section 11.4~11.11) » 

:^mM<D'mBmzm'^t^^w\t. :^^m(DmBnoymm\zii'ax. z. 
ib<Dm¥r<D^^\t. ^(Dm.mtimmz^^'r^'h(D'x$>^zt.^mi^x\^^^o ^ 
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{i>^(D^^mm<^^mz^'Dx^ai-r^z.t\z^-z>x. ^m(Dmmt-r^:zt:^^ 
:^^m(DmBmizm^-r^tfimt. ^m(Dmmua(DBmzmmr^:it^^ 

z:t\zj:K>. M'mcD^'^^ jiwM^mmx^^o mi^^mm(DmmBmxm^^^ 
m-^izu. \ihtn^^rzU}ihimm^^^m^(D^pf3:i\'^xtt?^vi^o bhta 

i^U. h<Dfccoa:AtlM^;^V"^x (^Jx.tf, rpunctional transplant 

of megabase human immunogl obul in loci recap i tulates human ant i body response 
in mice, Mendez, M.J. et al. (1997) Nat. Genet. 15:146-156j #M) iZ-^^T 

(Dmpj^mm^m^^^rz.miR'Tm^mxiz ^ ^ xmmr^ z. t mx^^ (Me t hods 

in Enzymology 203, 99-12I(1991))o 

^om^m^-r^o ^^m<Di&^^^mmizmmr^z.^-^^<bs mmm^^omm 
(D^^^m\'r^i[:^mmm'Pt(DM^it^^mr^mmmti.xmmx^^o 

(a) ^mmmizmmit^m^mm-^ii^jim. 
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(c) mi^^<D^mu^)\^^i&y-^^^mmit^m^m^-r^j:m. 
mtLrz±ti(Dx^o-=L>ifiz^v^m-^nrzi[:^^^^^m.ntLxm^^^ 

:ith-^mx$>^o 

2^^0^c7)x^ v-=:->^'yjmz^K)mm-^tircit^m^mmshti.xm^^^m 
^izjit. ^m-^nrcit^m^i^^m.mB.mizi^^r^i^mz. 
m\z^Dmm<tvxn^^noz.t%-p}mx$>^o m^\^. mm^±n^-^n^ 
m^hL<\tm^. Mi^miz\t. mmtk^^samtk, m<mm. mmm 
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'A\z. :^mmt:mmmiz^r)-^^\zMci^mzmm'r^:^^. :$^mMitr§immm 
izmM-^n^^<D-vitu\^^o 

mmm i . yyu>i^^jim^iz^^mm]y^)i(D]tm 
^.To^mmiz-rDh^x^mu^ji^^M^^^ lE-Mut^mm- (M-m^) . sfc« 
(^m^mw tm^omx^mzitmLx. mmu^m^^mizmtL 
xi^^m^i't/\-(zf^jy'ixr^:fu-:/^miRLrco ^mmtt^izmm^ 

mwr^^y^ )V7s (HBv) miiomm mi^mnn) xm^ysim^ (mm 
m^^o^jiT. (Hcv) m^(DB.m (^##^#12) xmrnvs^m^^ (m^) 

Af fyme t r ixa<^f^^«{-tA!o T^T■^ 

Egi^^#:/i)^ e> . :tV:n' (dT)-tr;i/D-XX tf ^ A?* (QuickPrep mRNA 
Purification kit, Pharmacia) fCck DPoly(A)*RNA^I^^L;to Poly(A)mNA 1 
/ig^ffl^^TT7#iP:tU 3^<dT)24^y^-r-7-tUT3S^fe^^S (Superscript RT 
II, BRL) IZ^K) 1 ^ilcDNA^'&^b^ ^e){CE. coll DNAU if i: E. coliDNA 
Jj^'j^^-- if^fflViT2 2^mcDNA^'&figLfCo -^fi^bfccDNA^^j^t^t^eii y'o: y 
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if{CJ:-pTcRNA$-&SKb;^Cc MEGAscr ipt T7 ki t (AmbionM) ^fflV^^o 

^iip?^ F^bTBiotin-ll-CTP*5i;U^'Biotin-16-UTP^iJP;^. 
cKM^m^VTco -^^bfccRNA^RNeasy Mini Kit (QUIAGENM) tC J: TleliK 
SPIN- 100 Columns (CLONETECHM) Tffi^b^Co ffiMcRNAJS, UQmjZ^-DXm)ir<t 
cDNA:^Un^^i;7 U^^HTI/-r (Af fymetrixtt) <h(DA-r :/U ^Vif— '>3 
XCffll/^fCo cRNA©PI^M-fb«. CRNA2 0 a6 g^^mNase:7 ij — ©I^MtK 3 2 /zL 
^C^^bT, ^T(7)P|ff>T-il:M«?^^ 8 jLiLiP^ (cRNAft^?S^O. 5Mg/AiL) , 9 

5 xmmmmm 

4. OmL IM hUX-@^^^W (pH8. 1) 
0. 6 4g @tEgT^^^^'>'^A 

0. 9 8g mm:^ji'iy'yj^ 

DEP CMSLrc:H20-e2 OmLlCf^e 

7"co y\'1'yji5'WX{^fflV^}t 5 Ix-r, -r7'j::b-feHuGeneFL (IS*^Hu6800) iz 

itme 5 0 Oa^®, -^-bXHuSSK a. B, C, *3j;r/D±lCti, ^t)-^Xi5^^3 
5 0 0 0ai^©jte^$)'&Vi«EST(::fi5l5-r^:^»S5^J^ito}'t:tU ::fp?i7l/:t 

lifc^X5g{C«, GeneChip Fluidics station 400 (Af fymetr ix^liM) ^^^^Tzo 

/\^ y" U -if- 5> 3 >:^7 -x-;)/ : 

ifmbcRNA 15 fig 

n>bP-;l/:t-Urf^^^l/:t5^FB2(5nM) 3 mL 
1 0 0 X3> ha— ;i/cRNA;^;^7^;i/ #3//L 
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-tf- '^r ffl ^DNA ( 1 Omg/mL) 3 /z L 
y-fe^;Wl:BSA(50mg/raL) 3 mL 

2 XMES/N-f :7*UiS^Wif— v-a >M«?^ 1 5 0 
total 3 0 0 uUzmM 

^m^X. 2 5 0 /iL(Z)-^#l^^j]l]Afcc ##Me^7'J:v'^^:^;^^■^^f^l^^bfc^^, 
3XU 7> U >-X M/y'° hTtfS^^Xstrerptoavidin phycoerythr in ; SAFE) 

8 3. 3mL 1 2xmSXhy^mmt^ 

5. 2inL 5M NaCI 

1 . OmL 10^ Tween20 

9 10. SmL H2O 

3 0 0 /zL zx^^mmm 

27 0 ul H2O 

2 4 111 5 0ing/inLT-fe5^;WbBSA 

Qui Img/mL 17.^ :3X'J X U >-X h 1/^ hTt:>'> 

3 0 0 AiL 2X^feM«^S 

2 4 /z L 5 0 mg/mL T -fe 5^;i/^bBSA 

6. Qui 1 Omg/mLiE#-V^IgG 

3. 6aiL 0. 5mg/mLH:t^>'fbin:#: 
2 6 6. 4 H2O 
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^3feii3^ffl7^ 3IXUXU >-X hl/^ hTtfv> (1 2 0 0 AiL'f) : 

6 0 0 2 xm^mmm 

4 8 ul 5 Omg/mLT-fe^;HbBSA 

1 2 ul Img/mL y ^ =IJLV >- X h Uy° hT \dz^> 

5 4 0 H2O 

m7t^febfc^T^'1'©^7t?S^^. ^^^.-i^.l/— tf-g« (HP Genearray7>^ 

miytm^i^rz^T (D^^^m^. ^mj^.U-^^-mm (hp CenearrayX^ 

RNA(DrBlT^^!« (average difference) -rT^ttJ-^itfe^^^^t^^lti^b. ^ 
©it (fold change) ^^tBLTto ^LT, $mm.Wt (JFF^^) <hIE^mi^i©F«T 
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«2. S^^tlfcjli^^®; 




-)V 


chip set 




BU 




fold 


description 


AA1 32874 


|12B 


-222 


52 


~12.8 


C-OVARC1001916 


AA1 36332 


|12B 


-32 


139 


~10.0 


C-VESEN1000122 


AA28001 6 


|5B 


-19 


161 


~5.9 


C-NT2RP2002549 


AA291528 


|12A 


-6 


219 


~7.0 


C-PLACE1010944 


AA402727 


|5A 


420 


1475 


3.3 


C-Y79AA1 000202 


AA449073 


|12B 


-137 


355 


~17.2 


C-NT2RM1 000244 




|12A 


61 


281 


4.6 


C-Y79AA1001077 




|5A|12B 








C-NT2RM4001880 


AA490142 








C-MAMMA1001259 


5A 




-69 


518 


~12.1 




12B 




-15 


143 


"7.8 






l5Bll2A 








C-NT2RP3003491 


5B 




127 


896 


6.4 




12A 




27 


178 


"3.1 






|12B 


14 


179 


"8.1 


C-NT2RM4001203 


M7'?778 

IN / o / / o 


|12A 


76 


365 


"4.0 


C-PLACE 1002591 




|5A 


-31 


192 


"3.3 


C-NT2RM4001204 


T24034 


|5A 


556 


1682 


3.2 


C-NT2RM2001855 


W02695 


|5B|12B 








C-NT2RP3003302 


5B 




50 


729 


"7.7 




12B 




66 


631 


9.6 




W79496 


|12B 


-65 


33 


"5.2 


C-NT2RP3003101 


W96420 


|12A 


-14 


218 


"3.1 


C-NT2RP3001 969 


Z41584 


|12A 


6 


121 


"3.0 


C-OVARC1001791 


AA402823 


5B 


55 


569 


"4.8 


C-MAMMA1000416 
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(DM'mm^m^^fz^^m^xmM'^nrzm&i^-^^i^x^^^c ^tz. taj ^ie^ 
nxi^^^h(DimmmBm^m¥m^ (m^) mmxo^m^^. ie^mmcd 
^^\z]t^mw.±x$>'Drz.^t^mv. TBj tm-^nxi^^^h(D\t. ^mji^m 

mm(Dm^(Dmmxomm.:^^. mi^Bmoimm (^mm mmxcD^mizit^^ 

iBI^± (fi bMAMMA1000416fCl5L^T«4.8{^) tfabo:^:! ^tr^bTV^Sc rfffj 
it&mtl^r:iMmU.n(D^MM (average difference) ^> r^j Jiit^^fe©?® 
(J3f?^^) (average difference) ^^fo It (fold 

change) ^ Tfoldj (Dffl3{::^b:^c 

(M#4#-^#i3) i:, mc&^^zm^-r^^E'^m^m (tmmmi2) , :in^« 
sij®jE#wJteM®^itM*^ (^^)|s^#■^#3) ^m^^x±m^mm(D'T^yyu>zy 
^)vmmz^^^mv^)v<D)AM^n^rzt^^. ±tB mammai 00041 e <D^n 

(average difference) IE^m^#3lc43ViTtt T-gj . iEnmmn\z^\,^X 
\-t rij , WJ£*a^T$)^#i3(c43i/iT« rgij T$)ofco TTito-fe, iE^m^#3 

t(Dit (fold cliange) ~4. 5. iE^ffi^#3<i:09 it ~7. 2 .h/cC D ^ MAMMA1G00416 

mz^^itoimum-lWi&mMm^ (Stratagene1±J;0^A) 

(1) NT-2m^U'5^y-r (NT2RM1, NT2RM2. NT2RM4) 

(2) NT-2m^ig«m> l/^y-r >^&^iPbTil^m, 2jSFB^Jt« (NT2RP2. 
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NT2RP3) c 

^tc. b h ret i nob last omaJS«^JiaY79 (ATCCHTB-18) (Y79AA1) ^MCCtl^ 
□ ^~(http://www.atcc.org/)|S«CDjg«^#Tlg«b;^Co mmmm^MisbX. X 
M.O. Sambrook, E. F. Fritsch&T. Maniatis, Molecular Cloning Second edi t ion. 
Cold Spring harbor Laboratory Press 1989) fB^©:^Slca; DmRNA^Jfitb bfeo 

^ihlZ. ::r'j3'dT-t:;i/0 — XTpoly(A)+RNA^|fMbfeo 

mmiZ. thMM (PLACED , th^PM^M (OVARCl) . t hMlfl^ 

(MAMMAi) . }ihM'S}^^m.U(Dy°^^'^v-mmmm (vesend a. 

Sambrook, E. F. Fritsch&T. Maniatis, Molecular Cloning Second edition, Cold 
Spring harbor Laboratory Press. 1989) fE®<^:^r4 {Cci; OmRNA^iStJtJ L^o $ 
^iZ. :t^) rfdT-t;i/P-XTpoly(A)^ RNA^MSb^o 

^n^'n (^poly (A) ' RNAcfc D [M. Maruyama and S. Sugano, Gene, 

138: 171-174 (1994)] J: D cDNA^-T U — ^f^figb;to Oligo-cap linker 
(agcaucgagu cggccuuguu ggccuacugg/'gH^J#-^ : 3 7) ^Dj;lX01igo dT primer 
(gcggctgaag acggcctatg tggccttttt tttttttttt tt/@a^J#-^ : 3 8) trfflVi 
XXM • MSM 41: 197-201 (1996). Y. Suzuki et al. , 

Gene, 200: 149-156 (1997)] {C#ViT*§ J;^ {:iBAP (Bacterial Alkaline 
Phosphatase) ^M.s TAP (Tobacco Acid Phosphatase) MS. RNA^-T^Jr — i^a 
H— licDNA®-&ie<]i:RNA©l^^^fTo:^o i^V^T, 5' (agcatcgagt cggccttgtt g 
/'@B^J#-^ : 3 9) is' (gcggctgaag acggcctatg t/@B^J#-^ : 4 0) OPCRy 
^-Tn' — ^ffiV^PCR (polymerase chain react ion) {Cct D 22^licDNA{C^^ Sfil 
^ifb;to^^>:ViT, DraIlIT^ifbfc^^7i5/— PUC19FL3 (NT2RM1) ^fc^SpME18SFL3 
(GenBank AB009864, Expression vector) (NT2RM2, NT2RM4, NT2RP2, NT2RP3, 
Y79AA1, PLACEl, OVARCl, MAMMAI, VESENl) (CcDNA©^|p]'l4^^J6Ti^ r:> 

{COViT. cDNA®5'ii^;^c«3'^CD:^»@B^iJ^DNA->-^>v>i^^ft*^ (Dye 
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Terminator Cycle Sequencing FS Ready Reaction Kit, dRhodamine Terminator 
Cycle Sequencing FS Ready Reaction Ki t^:tfiBigDye Terminator Cycle 
Sequencing FS Ready Reaction Kit, PE Biosystemstt®) T-o-TJUZ 
^t£oTi>— ^>S>>^*KJCS^> DNA->— ^>it— (ABI PRISM 377, PE Biosystems 

NT2RMli^i.^0^'J 3^+^ ^y-7°ift^fi^cDNA^-r U-»> AMIST©^^ 
/J^^^prt^T^C^^^^^-pMElSSFLS^ffll^Xf^MbfCc pME18SFL3{C«^ 
gB'ecD±?^fCSRayp^:-:^-<hSV40 small t-T > h C >;{>^'ffi^ji^tlT:fe 0 . 
^fc^<?5TStEl3ttSV407}?'JA#iJP->i^-^;i/SS^J/&WA$nTV^^c pME18SFL30^^ 

ittS, ATGpr^ESTiMateFL{3J:^«t)f^m#^fUfflbTMbfCo ATGpr ATG 

^'XW^Rl'fcOA. A. Salamov, T. Nishikawa, M. B. Swindel IsfdJ: D 
^tlTcy'd^'^AX^^o SfcESTiMateFL^i, ^^-7>4'OEST(D5' -tI^ 

i^gB^J^3' -tIc^SB^J <D Jti^tC ct ^^:ficDNA(D pJt^ticDia □ - > ^M^T 
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=,^-:^^^^—^y/f (;^/X^A'&^DNAy^-r-7-^fflVi, PE Biosystema^© 

z.oi^Tm^^^iz-^nrz.±&^m^mhm^y^ymm^\^'T-^^~xiti^. 

2 (D^ficDNA^-^^-Xt:i*fbT. 1 T3l^bfel9^n->C7)@2^J«. 
1 {C^L^o 

-^^n^ : C-Y79AA1 000202, C-NT2RM4001880, C-MAMMA1001259, C-NT2RM4001 204, 

^^XS C-NT2RM2001855 <, 

Dt>3^i^il±©^^®±#^^t-ae^i:bT, ^2(Om)^mz ri2Aj ,hiE^$ 
^ : C-PLACE1010944, C-Y79AA1001077, C-NT2RP300349K C-PLACEl 00259 K C- 
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NT2RP3001969. C-0VARC1001791 o 

mm^Oh 5m!^± ({B UMAMMAl 00041 6{CMbTm.8f^) (D^^©±#^^^T3* 

fco :in^®jt'e^JS£ATcDfe®:0^^Sn'5 : C-NT2RP2002549. C-NT2RP300349K 

C-NT2RP3003302> C-MAMMAl 00041 6o 

-^^n-S : C-OVARC1001916, C-VESENlOOOl 22, C-NT2RM1 000244, C-NT2RM4001880, 
C-MAMMA1001259, C-NT2RM4001 203, C-NT2RP3003302, C-NT2RP3003101 o 

:itl^(D^U — > IZ-D^^XAIGPT {C ^ -& ±&^<Dnm^^'&&.T IC^t" o ATGpr 

fciblZ^V y 7>¥f^PfrO)A. A. Salamov, T. Nishikawa, M. B. SwlndellsfCck 

KiM^^tlf:iZfuif^AX$)^ [A. A. Salamov, T. Nishikawa, M. B. Swindells, 

Bioinformatics, 14: 384-390 (1998): http://www.hri.co.jp/atgpr/3o 

^(DAlGi!}m<Dmi^::i F>-e$.^^#M (OTATGprl iiB«T^c:i'b^^) XM 

LTc (0.05-0.92) o 

MAMMA1000416 0.89 

MAMMA1001259 0.91 

NT2RM1000244 0.31 

NT2RM2001855 0.92 

NT2RM4001203 0.60 

NT2RM4001204 0.89 
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NT2RM4001880 0.43 

NT2RP2002549 0.75 

NT2RP3001969 0.54 

NT2RP3003101 0.41 

NT2RP3003302 0. 32 

NT2RP3003491 0.37 

OVARC1001791 0.74 

0VARC1001916 0.82 

PLACE1010944 0.61 

VESEN1000122 0.36 

Y79AA1000202 0.45 

Y79AA1001077 0.78 

PLACE1002591 0.28 

[K. Nakai &M.Kanehisa, Genomics, 14: 897-91 1 (1992)]^. mMMMWZ-Dl,^ 
TtiSOSUI [T.Hirokawa et.al. Bioinformat Ics. 14: 378-379 (1998)] (H#tf 

(http://www.sanger.ac.uk/Software/Pfam/lndex.shtml) ^m^^Tco PSORT-^ 

sosui ct 0 , T 5 y T^i^co ^^^imm^pmnmrnm^^m -^ntzTs./ m^m 

X ^^PROS I TE (h 1 1 p : //www. expasy . ch/cg i -b i n/pr os i t e- 1 i s t . p 1 ) ^ -S^ tg:^; 7^ 
:fU-5^M<£#MlCbT-^©MaK®^tg^?l'Jt-§:ii:/0^'T^^c PROSITE 
TOM Fp^-r >c^^^fe WtMT^^o 
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^(D^^^. MAMMA1000416, NT2RP3003101, 43 NT2RP3003302 SOSUHdJ: 

5=^-^<^AccesionNo.(7)|li{C//TK^oTIB«KLfco ;i^TPMi:«, SB^JP^^CO^ 

^l^^t'MM^^^M^^iMtschul, S.F. , Gish, W. , Miller, W. , Myers, E.W. SLipman, 
D.J. (1990) "Basic local alignment search tool." J. Mol. Biol. 215:403-410; 
Gish, W. & States, D.J. (1993) " Ident i ficat ion of protein coding regions by 
database similarity search." Nature Genet. 3:266-272)o 
C-MAMMA1000416//HYP0THETICAL 32.0 KD PROTEIN C09F5. 2 IN CHROMOSOME 
1 1 1 . //2. 00E-30//1 1 9aa//53V/Q09232 

C-MAMMA1001259//MUS musculus F-box protein FBX18 mRNA, partial 
c d s . //2 . 30E-2 7 1 //1 4 1 4bp//89 V/AF 184275 

C-NT2RM1000244//Homo sapiens TRAF4 associated factor 1 mRNA, partial 
cds.//2.00E-126//592bp//99V/U81002 

C-NT2RM4001203//Homo sapiens rab3-GAP regulatory domain mRNA, complete 
cds. //0//2310bp//99V/AF004828 

C-NT2RM400 1203//" Homo sapiens mRNA for KIAA0839 protein, partial 
cds. V/0//3047bp//99%//AB020646 

C-NT2RM4001 204//" Homo sapiens mRNA for KIAA1089 protein, partial 
cds. "//0//2349bp//99V/AB029012 

C-NT2RM4001880//PUTATIVE DNA HELICASE II HOMOLOG (EC 3. 6. 1. -) . //5. 90E- 
09//268aa//26a;//P47486 

C-NT2RP3001969//TRICH0HYALIN.//2. 70E-ll//442aa//23V/P37709 
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C-NT2RP3003101//Mouse mRNA for tetracycline transporter-like protein, 
complete cds. //3. 60E-83//807bp//72V/D88315 

C-NT2RP3003491//Drosophi la melanogas ter Pelle associated protein Pellino 
(Pli) mRNA, complete cds. //5. 60E-36//842bp//62V/AF091 624 
C-PLACE1002591//CORONIN-LIKE PROTEIN P57.//4. 40E-70//208aa//66«//P31146 

m 

^(Dmmmo)—^^. 96y^-:fu-h(Dioui'r-o^mi^rzmm7ic'p\zmmv. loo 

&X'\0^rmmmL'rzWi. ?CRKJt^(D-^>-:f)Vtl.T^mVrz. PCRf^IaKaRa PGR 
Amplification Kit (^i±M) ^fflV^. U h:J~-)HzVl'D XI KJiB 20 ii\(DK)^ 

m^xn^r^o y°^7.^ i^cD-o-^—hcdM^mm-r^r^ibiz. y^-rv— ti'> 

— i?X>5>>i^ffl(Dy^< ME761FW (5' tacggaagtgt tact tctgcS' /@B^J# 

: 4 1)iME1250RV (5' tgtgggaggt 1 1 1 1 tctctaS' /@E^J#-^ : 4 2)<D^T — . 
^;'c:(lM13M4 (5' gttttcccagtcacgac3' /SH^JS^ : 4 3)<hM13RV 

(5' caggaaacagctatgac3' /@H^J#-^ : 4 4) CD^T-^i^ffl bfec PCR^j^^J^, 
GeneAmp System9600 (PE/t-T ^>-X7^AX^i:M) 95^ 5 95^10 

Gsm^mxio-*)-^ ^ ^iz:98^2o#ffi, 6om^mx2o-*)-^ ^ 
X. M^itJi^z^^yj^xdm^m^v. mmvrccdm^mt'&vrzo mmx^U7f}^'Drz 

^COit. ^©cDNA-Y >1^— h^t)-^:7°^X5 F^, TJltl^jmi^^ (J Sambrook, 
EFFritsh, TManiatis, Molecular Cloning, A laboratory manual / 2nd edition. 
Cold Spring Harbor Laboratory Press, 1989) XMMVTzo 
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X^t^o i'-rn>m U>:^— %hK) ^(DdM<DX-^y'r4 y-^i-^. Biomek2000 
"y^^ h U— ^- h^-'>3 >>'X5^A (^^;/ ^-7>I3-;I/^— tt^) ©384 1:> 

^(D§\-^B-^^iz-r^ n>m\zwi^mx^ztiz^'DX. mzHrnvTzmA^-r 

H^fi^^ (J Sambrook, EF Fritsh, T Maniatis, Molecular Cloning, A 
laboratory manual / 2nd edi tion. Cold Spring Harbor Laboratory Press, 1989) 
iZ^-DXn-DtCo 

^^bfelst strand cDNA^^s^ffl b/tc 1st strand cDNAcD-g-fi^fiThermoscr ipt"* 
RT-PCR System (GIBCOliM) ^ffl (^^TtT-:? ;^Cc TT^Ji^b-fe^ b h CD^M^S^femRNA 
(Clontechtt®!) (D1.5 Mgi:, 1 ill 50 A^MOligo (dT)20^fflliT, 50 uCi la 
"P]dATP^^JPbT#M<7)yo hn— ;P{Ct*£'3Tlst strand cDNA^-^^b;^. •/ 
D — y<D*fM(*, ProbeQuant™ G-50 micro column (y^y^ Ay t )l'^y7/'< 
^^y^y^^M) ^ffll/iT#«(Dyn hn— JK^t^eoTfTofCo ^{3. 2 units E. 
coli RNase H^»bT. ^I^XlO^m^ >^zi-^- hL. ^^{3100 Mgt h 
CGT-1 DNA (GIBCOa^) ^muLX. 9mXl0^m^ y^a.^- hWi. ^±izW 

3 >{i> (J Sambrook, EF Fritsh, T Maniatis, Molecular Cloning, A 

laboratory manual / 2nd edi tion, Cold Spring Harbor Laboratory Press, 1989) 

iz^-oxn-of^o mmt. -^^uym^^^mi (2x ssc, i% sm ^x\ 
(^26S) x2o^m(D^ >^n.^— h^mm.ii^i^rcW:. i^^m2 (o.ix ssc, \% 

SDS) ^X. QbrnXlO^mo^^^Zmn-DtZo :t—hyz^:t^y^A\t. BAS2000 
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bXlB^bfeo #DNA7.:!i^^y h (Z)>'i^*:h;i/3tS©^#f Visage High Density Grid 
Analysis Systems (S^x 7 ^ ^ V U n.- V >X1d:M) ^fflViTtT^^, v^^^h;!/ 
^m^W^M^—i^itLTzo "T—^lt-duplicateXm^iy. ^(Dnm^i^2-D<DmA 

y A ;i/iS^— ^ 1 p—:/T/N-ryuy-r -tf— 5/3 y^^x.my ^ )\^^—x%^^ 

(D>'^:^;i-!i^©iiljn^^t*LT^^'foofc, DNA,hLTtl, PLACE1008092 
(GenBank Access i on No. AFl 07253 1 ) ^^ffl Lfcc Bua!©:^?*TPLACEl 008092 

(DDNATl/-r ^f^Mbfeo yp — ■7*<hLT^i> PLACE10G8092(DinRNA^in vi tro-g-^ 

— y-r^^U >i^L:^lst strand cDNA^'&fiKL'Tisefflbi^c PLACE1008092®mRNA 
^in y\UQ^^^^tL^\Z. pBluescript SK(-) ©T7:/P^:— iS'— #JlC 
PLACE1008092(D5'5K^7&^^^-&$n^cJ;r»{ca^#^fc:7°^X^ F^?tfiKbfCo f 
/^cJt)-^. pME18SFL3C9§iil5g^*DraIII|S.fi^{4tC|a^ji^n/cPLACE1008092^. $|J 
IS^^XliolT«)SffL.TPLACE1008092^^DtBb;to ^^l:iXhoIT^8frbT^^ 
pBluescript SK(-)<t. 0 m b:fePLACE1008092^DNA ligation kit ver. 2 
^) ^fflV^T^-f V3 >b7^o pBluescript SK(-)lcm^#;^;^PLACE1008092 
(DmRNAOln vitro-a^tl. Ampliscribe™ T7 high yield transcription kit 
(Epicentre techno logies^t®) ^ffiV^Ttr-^fco )\^y^^) ^'^^—1/ ^y^^ 
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m^^nxio'u g/m 1 OTT- Jtt. y n - y^'mm iz itm l tz v ^^i-jimmm^^ z.t-^^^. 

^ilC'(£l/^;KD'>i^'-:h;P^LfCo 1x10^-0.1 /xg/ml (DigHT^ D-^^i 

m : 100, 000(DmRNA(DMm^,S"efe'5o 

t hlE'^^fi^ (heart, lung, pi tui tary gland, thymus, brain, kidney, liver, 
spleen) l^*3lj-§> #cDNA(7)^^a^0'-10, OOOCD^MT^bfCo ^(D^^^. {i^^U 

MAMMA1000416, , MAMMA1001259. NT2RM4001204, NT2RM4001880. NT2RP2002549, 
NT2RP3003101, NT2RP3003302, OVARC1001791, 0VARC1001916, PLACE1010944, 

VESEN1000122, Y79AA1000202. Y79AA1001077 

MAMMA1000416, Y79AA1000202, Y79AA1001077 

NT2RM1 000244, NT2RM2001855, NT2RM4001203, NT2RP3001969, NT2RP3003491, 
PLACE1002591 

^^CC)^KjOit^6*J^i^?^SViOVARCl 000037 {heterogeneous nuclear 
ribonucleoprotein (hnRNP) } <D^miZ]t^X. ^mm^^^mMmX:k^ < ^m-t 

^ate^tt. &.T(D^O\zm^VrCo -rUiO-^OyARCl 000031 (D^m^XCD^ 'if 

;i'3iS<z)MM¥;^fn^Al^is6. gsS7T^UT5^ms/^^^L7to 'A^zit^-r^ 

m^^(D^m.mx<Dzy^-r)v^m(Dmm^^:^m^^ib.j^mmixmi.xt(D^m 

LTzo -^(DB^^ MAMMA1000416 ;J)^'ifttti$n;fe= :i(D^o\Z^W:(Dm.B^<D^m^ 



wo 01/09318 



PCT/JPOO/05064 



37 

6. mmmMmi^i^omm 

ikmm(Dmmx$>^o fmm&d^y/^-^nm^tKJtmziii. mm(Dm 

'fbi57>A°^MTa5^T'7 HUib-^^) (glycated protein) t. S^CO»<b^>/N° 
^MX$>^^^^it^X. (advanced glycosylation endproduct) •fy^$)^o 

\H^mmiz:^^^x. :in^^>/'^^mfi^mmz^m(Dmt'r^m^'¥-^mmi.rzc 
[H^mm^mitm&mwtET^rzmm^-fx^mvxmKm^i^mi.. ^z^-tr 

^'J h — y°X^^)VLrz\st strand cDNAT'P — V^T. tutSODNAT l^-f <i: 
ArrayGauge ('s±^My ^ AJ^^U) XMrni^fzo 

^SOmM Glucose© U >a;t>7 >' T — ^T37^. gjirBl-f >=^^rL^— h LT^ifelbb 

lE'^}^hmmm\^^mm (Cell Appncationstt:®) ^yi/ 
(FarconihM) ^-ffiV^T, endothelial eel 1 growth medium (Cel 1 Appl icat ions 

a®) fpx. >=¥zL^—^— (zim. 5% CO2, mm) \zAti. mmvrco 

yzy=L\zn>y)lX.>h\Zfji^tzt::^X. ^zyik^7)V':f2.> (sigma 

t±®) > ^'fb':>^>jfli«T;i/:/^ > (sigmatt^) ^rc\tmmmitmnihLm7)vy^^ 

>^250 Mg/ml^JDbT33BtrHl-r >^:x^— h Lfco iaflS:^^ 'S>(DmRNA(Dtttti^S. 
FaslTrack"»2.0 kit (Invi trogentt^) ^m^^xn-^fzo /N-T >'*U ^Vif-i^a 
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MAMMA1000416, MAMMAlOOl 259, NT2RM4001203. NT2RM4001880, NT2RP2002549, 
NT2RP3003101, VESENlOOOl 22, Y79AA1000202, Y79AA1001077 

7. v^y-^'f-mmmiRTo^m^ 

11 tt IB fii5 U a. ^ © ^ H {C « , P S: CD ® ^ « o T V ^ ^ © it . 

P^LTVi^<h#;^e>nTVi'g> (U ^':7x'5=-tf$g-fe>a'— , ht tp://www. rheuma- 
net.or.jp/) o M7&(Dm^lzJ^tHt. tissue necrosis factor (TNF) -alphajJ^^M 
-^-^^ :i hf)^t:>'^^':)X^^^ (Current opinion in immunology 1999, 1 1:657-662) o 

fco WiX^M^f^WSmm (Cell AppUcationsthS) ^i, i^mmiZU yy )lJL> h 
{Cig^bT, 10 ng/ml human TNF-alpha U >;y— A^tM) 

mzLxmijaLx-^ ^iz2 AmmmmLfco 

*fflil^;i;^^® total RNA®aaifi. S.N.A.P.""^ total RNA isolation kit 
(Invitrogenttfi) ^fflViTtfofCo A-T ^-f if-~>3 >>ffi<^yD- 
^'J>^'tt. dOtotal RNA 10 Mg^fflV^T, tij|B©:;^^*TN1itC LT^f o Tto 

i-jim^itmvfco itmiz\t^^:$im^(DmMfmm^n'DX. zy^^-^)imo)^^ 

(D^ u — >\zMLXhWB^'{y-otzo 
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^n^nmm<D^m^i'iz'Di^xzyifi-)m(D^i^ cm,, m^) tm^^^^m (s,^ 
^j^tb. itmr^ 2'z:>(Dmm(Dm^^m^^ib^m.m:^6^ms'^mi^rco t = (m, 

^(D1^^. MAMMA1000416, NT2RM1000244, NT2RP3001969, PLACE1010944, 
Y79AA1 000202 f^;, TNF- a b^o ^n<b<D^ n — >\t^J a.^T'^izm 

bTISii$^T$Tl/i^ (United States Environmental Protection 
Agency: Ozone Depletion Home Page, http://www.epa.gov/ozone/) o 

j^mm^mmizi^m vx^mmit-r^m^^i-^. ^moym^^Wimmizm-r^ tm 

^mmvTco wixi^m^mmmmm^mm (ceii AppucationsttM) it. mmm. 

iZZi>yjlJL>hlZ^mVX. 254 nm®^^^^10,000 ULi/cm'mmVfCo 
BS^^MMiZ. FastTrack™ 2.0 mRNA isolation kit (Invi trogenft^) ^fflV^ 

g^m^^x. mt^(D:^mxmm\zLxn'^rz.. ^-^«n = st-i^wl, mnmm 

m^^mMoDmnmm^n^x. ^^^'r)vm(D^mz^M\z^f}^$>^^u->^. 
p < o.obxmi^i^rzo *^*ffit, zy^-rjim(Dm^^n->x$>-DXhm^m9Y 
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s/) ^5)^s6> itt^'r^2^(Dmm(Dm:^^mt^^^^^:$^^ms'^ji^isbrzo t = (m, 
(D^i^mn)^. mm (+) ^rMm^p^ (-) isLfcc 

MAMMA1000416, NT2RM2001 855, NT2RM4001 204, NT2RP2002549, NT2RP3003302, 
OVARC1001791, 0VARC1001916. Y79AA1000202. NT2RM1000244, NT2RM4001203, 
NT2RP3003491, VESEN1000122 

it. M-miz^^^x^^mz^mu^)V(D^^f/j^^iii-^nrcmB^^-v$>^o vtcm 

^nnit. ikmmzj:^w-mmmf)^'^mizuiD. mm^rci-iw^cDz^mtom.^ 
^y/^^m^Bmwm'pmti^mmmz:i6^^x^tti'r^t^. '^com^(DM'mmz 

^fc, :*:%BjcDjte^7&^\ mm(Dmt\zmmzmmvx\^^^mf}^^. ^tnh 
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2^^Hj(D3fte^. afe'&vi«^n;o^^n- H-r^^>/\°^K«. ^mm^(D^^. 
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1. TfB (a) ^fzlt (d) {CfB«K©^Up^^l-:t^Fo 

( a ) iB^iJ#-^ :1, 3, 5> 6, 8, 10, 12, 14, 16, 18, 2 
0, 22, 24, 26, 28, 30, 31, 33, ^ ^ZS 3 5 IZBM-^ tlTc 

( b ) SB^US^ :2, 4, 7, 9, 11, 13, 15, 17, 19, 21, 

23, 25, 27, 29, 32, 3 4 , 43 cttK 3 6 {CfB*^(DT ^ 7 ^SB^'J© 

( c ) @3^J#-^ :2, 4, 7, 9, 11, 13, 15, 17, 19, 21, 
23, 25, 27, 29, 32, 34, *5ctt/3 6 {CfB«©li"rn/&^C7)7'^ 

( d ) E^J#-^ :1. 3, 5, 6, 8, 10, 12, 14, 16, 18, 2 
0, 22, 24, 26, 28, 30, 31, 33, 43 3 5 ICfB^^tlfc 

^m.^u- F-r^#u ^ ^ v-t^ F, 

2. »3K^l {cfB«<Z):^U^i^I/:t^Ft::J;oTn-F^n^SaK<D^^^y 
5^ F^n - FT^^'J Fo 

3. if^]^l, ^7t«if ^Ig 2 tClB«®7i^U^^ 5^ FtCctoTn- F^n^ 
MSK, SfcM^^'^y'^^Fo 

4. W^^l, ^^{iif^:^2l^fS^(D7}^U^i:7l/:^5^F^^tf^i^i$'-o 
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8 . mmm 3 iztim<DmBm^rzitm^^^9- f izM-r^tfo^. 

9. m>^m3\ztm<Dm&mt. mj^m8\ztm(Dmi^(D^^^mrj:K):^-^mm 

^#1 ^ 7. ^ u - > ^^-r ^ ;^^o 

(a) jffmmmizmm^t'^'^^mm^'&^jim. 

(b) if5^:isicD (a) \zmm.(Dm&mm^-^^u^m.Bi'i^(DM'mmmiz:ion 

(b) (a) (Dm\MUM:^M'm(D^^tmmm-f^:Lm. 

(a) ^#:K^^©W^^3 (Cie«CDMeM*3«J:tX/'S/!:«^5^-^y^F^ 

(b) * (a) (Dm\Mm^^M-m(D^^tmmmf^j:m 



wo 01/09318 



PCT/JPOO/05064 



1/47 



SEQUENCE LISTING 

<110> Helix Research Institute 

<120> Genes related to liver cancer 

<130> H1-107PCT6 

<140> 
<141> 

<150> JP 1999-248036 
<151> 1999-07-29 

<150> JP 1999-300253 
<151> 1999-08-27 

<150> US 60/159590 
<151> 1999-10-18 

<150> JP 2000-118776 
<151> 2000-01-11 

<150> US 60/183322 
<151> 2000-02-17 

<150> JP 2000-183767 
<151> 2000-05-02 

<150> H1-107DP4 
<151> 2000-06-09 

<160> 44 

<170> Patentin Ver. 2.0 

<210> 1 
<211> 1877 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (127).. (840) 

<400> 1 

agcaccacca gcggcagccg ccggagccgc cgccgcagcg gggacgggga gcccccgggg 60 
gccccgccac cgccgccgtc cgccgtcacc tacccggact ggatcggcca gagttactcc 120 
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gaggtgatga gcctcaacga gcactccatg 
agccgcgcca agcttaaagc ctccagccgg 
gtggcaatgg tggaggtgca gctggacgct 
gccttcagtg cctgcaccac agtgctggtg 
acctgcatcc tgcccaacat cgaggcggtg 
gagtcccccc atgagcgcat gcaccgccac 
atcggcacgc tgctcttcct agctgaggtg 
ctcaagaagc agccaggcca gccaaggccc 
gccaacgtca gcaccagcgg catcaccccg 
atcatggtgc ccttcggcct gatctttatc 
gtcagccata agaccgaccg acagttccag 
ttacaggacc agctggacca cagaggggac 
taggcccatg tggtctgggc ccttccagtg 
gtcctgcccc agcctcacgg acagcctgtg 
cgtggaggga agaggatttt tataagagaa 
gaataagcat ttcctgttct cccagctcca 
gccaaagtgg ggccacacac tcgctgtgtc 
ggtgcctcct cctgtcctgt ccgtctcaac 
tgtgtgtgtg acacataaat atactcataa 
tgggcctggg ctactgctca ccctggttag 
ttaagccagg tatggtggca catacctgtg 
ggatctcttg agcccaggag tttgagaccc 
agccacgggg cctgcacttc cagctccttt 
ccaggaggcG aagtctgcag tgagctatgg 
gagggagact ctgtctctaa aaaaatagaa 
taatcctagc cctttggaag gccaaggcgg 
cagcctgacc aacatggaga aaccccatct 
gtggcgcatg cttgtaatcc cagctactcg 
caggaggcgg aggttgcagt gagctgagat 
cagtgaaact ccgtctc 



caggcgctgt cctggcgcaa gctctacttg 180 
acctcggctc tgctctccgg cttcgccatg 240 
gaccacgact acccaccggg gctgctcatc 300 
gctgtgcacc tgtttgcgct catgatcagc 360 
agcaacgtgc acaatctcaa ctcggtcaag 420 
atcgagctgg cctgggcctt ctccaccgtc 480 
gtgctgctct gctgggtcaa gttcttgccc 540 
accagcaagc cccccgccgg tggcgcagca 600 
ggccaggcag ccgccatcgc ctcgaccacc 660 
gtcttcgcct tccacttcta ccgctcactg 720 
gagctcaacg agctggcgga gtttgcccgc 780 
caccccctga cgcccggcag ccactatgcc 840 
ctttggcctt acgcccttcc ccatgacctt 900 
cagggggctg ggcttcagca aggggcagag 960 
atttctgcac tttgaaactg tcctctaaga 1020 
ggtccacctc ctgctgggag gcggtggggg 1080 
ccctctcctc ccctgtgcca gtgccacctg 1140 
ctccctcccg tccagcattg agtgtgtaca 1200 
ggacacctcc ttcccgtgtc ttgtatttgt 1260 
gtgagcctct aggaaaactt aaaacgaatt 1320 
gtctcagcta ttcaggaggc caaggcagga 1380 
catctcaaac aaaaaataca aaaattagcc 1440 
gagagactga ggcaggaaga ttgcctaagc 1500 
taacaccact gcactccaac ctgggcaaca 1560 
aaatttgccc tgcatggtgg ctcacgcctg 1620 
gcagatcact tgaggtcggg agttcgagac 1680 
gtactaaaaa tacaaaatta gctgggtttg 1740 
ggaggctgag gcaggagaat cgcttgaacc 1800 
cgcgccattg cactccagcc tgggcaacaa 1860 

1877 



<210> 2 

<211> 238 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ser Leu Asn Glu His Ser Met Gin Ala Leu Ser Trp Arg Lys Leu 

15 10 15 

Tyr Leu Ser Arg Ala Lys Leu Lys Ala Ser Ser Arg Thr Ser Ala Leu 

20 25 30 

Leu Ser 6ly Phe Ala Met Val Ala Met Val Glu Val Gin Leu Asp Ala 

35 40 45 

Asp His Asp Tyr Pro Pro Gly Leu Leu Me Ala Phe Ser Ala Gys Thr 

50 55 60 

Thr Val Leu Val Ala Val His Leu Phe Ala Leu Met lie Ser Thr Gys 
65 70 75 80 
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Me Leu Pro Asn Me Glu Ala Val Ser Asn Val His Asn Leu Asn Ser 

85 90 95 

Val Lys Glu Ser Pro His Glu Arg Met His Arg His Me Glu Leu Ala 

100 105 110 

Trp Ala Phe Ser Thr Val Me Gly Thr Leu Leu Phe Leu Ala Glu Val 

115 120 125 

Val Leu Leu Cys Trp Val Lys Phe Leu Pro Leu Lys Lys Gin Pro Gly 

130 135 140 

Gin Pro Arg Pro Thr Ser Lys Pro Pro Ala Gly Gly Ala Ala Ala Asn 
145 150 155 160 

Val Ser Thr Ser Gly Me Thr Pro Gly Gin Ala Ala Ala Me Ala Ser 

165 170 175 

Thr Thr Me Met Val Pro Phe Gly Leu Me Phe Me Val Phe Ala Phe 

180 185 190 

His Phe Tyr Arg Ser Leu Val Ser His Lys Thr Asp Arg Gin Phe Gin 

195 200 205 

Glu Leu Asn Glu Leu Ala Glu Phe Ala Arg Leu Gin Asp Gin Leu Asp 

210 215 220 

His Arg Gly Asp His Pro Leu Thr Pro Gly Ser His Tyr Ala 
225 230 235 



<210> 3 

<211> 1632 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28),. (1392) 

<400> 3 

tgtaagaaoa gccaaggaca gagagtcatg 
cttgaagcga gccgcctctg ggataacatg 
caccagatga ctcatgacgg otacttgaaa 
tcttttgacg ccatctttgt ggatgaggcc 
gttotgtctc agccatgtgg gaaaatcttt 
ttocggggtg cggtcaacgc cctgttcaca 
cagagttttc ggtttggtgt ggaaatagot 
aagagagtca ggaaaaagac tttggttgga 
goaaaggggc aagtggcctt gttgtoccgg 
cgggtgaogg aaggggaatt cccttcaagg 
ggattggaca gaatcattga tatttggatc 
oaaaacctcg tcattaaaga caaatttatc 
ggcttcaaga ggtatgtgac cgctgccgag 
gttgaaaagt ataacatcag gattocagag 
gaagatttgg actttgcaga gtacattctg 
tttgacactg tgoatgtttt ggatgatttt 



gttgagcaga gtgaaaaact gaatggtgtc 60 
cggaagctgg gggagtgcac agaagaggcg 120 
ctctggcagc tgagcaagcc ttcgctggcc 180 
caggactgca caocagctat catgaaoata 240 
gtaggggacc Ggcaccagca gatctataco 300 
gtgccccaca cccacgtctt ctatctcacg 360 
tatgtgggag Gtactatctt ggatgtttgc 420 
ggaaaccatc agagtggoat tagaggtgac 480 
accaacgcca acgtgtttga tgaggccgta 540 
atacatttga ttggggggat taaatcattt 600 
Gttcttcago cagaggaaga acggaggaaa 660 
agaagatggg tgoacaaaga aggctttagt 720 
gacaaggago ttgaagccaa gatcgcagtt 780 
ctggtgcaaa ggatagaaaa atgccatata 840 
ggcactgtgc acaaagccaa aggoctggag 900 
gtgaaagtgc cttgtgcccg goataacctg 960 
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ccccagGttc cgcacttcag agttgagtca 
gttgcagtaa ctcgagccaa gaagcgtctc 
actttggctg gggagtactt cttgcaagca 
gtggtgcgct gctgcgtggg acagtgcaac 
atgaagaagc tgcccatcac ctatagcaac 
cactcctgtg cggagcagcg catcgggccc 
gtgcgcgcca tggagcgcac tgtggagaac 
ttcctcgtct tctgaggaca aggcgcacgt 
ccccgcgtga agaaagccag cgaggggggc 
cagcactttc tgaggaagag gacaccagcc 
acagacagcc agtctccact tgcctcccct 
tgttcttttg at 



ttttctgagg atgaatggaa tttactgtat 1020 

atcatgacca aatcattgga aaacattttg 1080 

gagctgacaa gcaacgtctt aaaaacaggc 1140 

aatgccatcc ctgttgacac cgtccttacc 1200 

aggaaggaaa acaagggggg ctacctctgc 1260 

ctggcgttcc tgacagcctc cccggagcag 1320 

atcgtactgc cccggcatga ggccctgctc 1380 

tctcGgcagt gcagagcagc ttgccgagga 1440 

ttctgctccc tgagactctg ggttcaccca 1500 

caagctggac ctgccatttc tccactccct 1560 

ctggatgtat ctggtcaggg aagtggggga 1620 

1632 



<210> 4 
<211> 455 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Val Glu Gin Ser Glu Lys Leu Asn Gly Val Leu Glu Ala Ser Arg 

15 10 15 

Leu Trp Asp Asn Met Arg Lys Leu Gly Glu Cys Thr Glu Glu Ala His 

20 25 30 

Gin Met Thr His Asp Gly Tyr Leu Lys Leu Trp Gin Leu Ser Lys Pro 

35 40 45 

Ser Leu Ala Ser Phe Asp Ala Me Phe Val Asp Glu Ala Gin Asp Cys 

50 55 60 

Thr Pro Ala Me Met Asn Me Val Leu Ser Gin Pro Cys Gly Lys Me 
65 70 75 80 

Phe Val Gly Asp Pro His Gin Gin Me Tyr Thr Phe Arg Gly Ala Val 

85 90 95 

Asn Ala Leu Phe Thr Val Pro His Thr His Val Phe Tyr Leu Thr Gin 

100 105 110 

Ser Phe Arg Phe Gly Val Glu Me Ala Tyr Val Gly Ala Thr Me Leu 

115 120 125 

Asp Val Cys Lys Arg Val Arg Lys Lys Thr Leu Val Gly Gly Asn His 

130 135 140 

Gin Ser Gly Me Arg Gly Asp Ala Lys Gly Gin Val Ala Leu Leu Ser 
145 150 155 160 

Arg Thr Asn Ala Asn Val Phe Asp Glu Ala Val Arg Val Thr Glu Gly 

165 170 175 

Glu Phe Pro Ser Arg Me His Leu Me Gly Gly Me Lys Ser Phe Gly 

180 185 190 

Leu Asp Arg Me Me Asp Me Trp Me Leu Leu Gin Pro Glu Glu Glu 

195 200 205 

Arg Arg Lys Gin Asn Leu Val Me Lys Asp Lys Phe I le Arg Arg Trp 
210 215 220 
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Val 


His 


Lys 


Glu 


Gly 


Phe 


Ser 


Gly 


Phe 


Lys 


Arg 


Tyr 


Val 


Thr 


Ala 


Ala 


225 










230 










235 










240 


Glu 


Asp 


Lys 


Glu 


Leu 
245 


Glu 


Ala 


Lys 


1 le 


Ala 

250 


Val 


Val 


Glu 


Lys 


Tyr 

255 


Asn 


1 le 


Arg 


1 le 


Pro 
260 


Glu 


Leu 


Val 


Gin 


Arg 
265 


He 


Glu 


Lys 


Cys 


His 
270 


1 le 


Glu 


Asp 


Leu 


Asp 
275 


Phe 


Ala 


Glu 


Tyr 


1 le 
280 


Leu 


Gly 


Thr 


Val 


His 
285 


Lys 


Ala 


Lys 


Gly 


Leu 
290 


Glu 


Phe 


Asp 


Thr 


Val 
295 


His 


Val 


Leu 


Asp 


Asp 
300 


Phe 


Val 


Lys 


Val 


Pro 


Cys 


Ala 


Arg 


His 


Asn 


Leu 


Pro 


Gin 


Leu 


Pro 


His 


Phe 


Arg 


Val 


Glu 


305 










310 










315 










320 


Ser 


Phe 


Ser 


Glu 


Asp 

325 


Glu 


Trp 


Asn 


Leu 


Leu 
330 


Tyr 


Val 


Ala 


Val 


Thr 

335 


Arg 


Ala 


Lys 


Lys 


Arg 
340 


Leu 


1 le 


Met 


Thr 


Lys 
345 


Ser 


Leu 


Glu 


Asn 


1 le 
350 


Leu 


Thr 


Leu 


Ala 


Gly 
355 


Glu 


Tyr 


Phe 


Leu 


Gin 
360 


Ala 


Glu 


Leu 


Thr 


Ser 
365 


Asn 


Val 


Leu 


Lys 


Thr 


Gly 


Val 


Val 


Arg Cys 


Cys 


Val 


Gly 


Gin 


Cys 


Asn 


Asn 


Ala 


1 le 




370 










375 










380 










Pro 


Val 


Asp 


Thr 


Val 


Leu 


Thr 


Met 


Lys 


Lys 


Leu 


Pro 


1 le 


Thr 


Tyr 


Ser 


385 










390 










395 










400 


Asn 


Arg 


Lys 


Glu 


Asn 


Lys Gly 


Gly 


Tyr 


Leu 


Cys 


His 


Ser 


Cys 


Ala 


Glu 










405 










410 










415 




Gin 


Arg 


1 le 


Gly 


Pro 


Leu 


Ala 


Phe 


Leu 


Thr 


Ala 


Ser 


Pro 


Gtu 


Gin 


Val 






420 










425 










430 






Arg 


Ala 


Met 


Glu 


Arg 


Thr 


Val 


Glu 


Asr> 


1 le 


Val 


Leu 


Pro 


Arg 


His 


Glu 




435 










440 










445 








Ala 


Leu 


Leu 


Phe 


Leu 


Val 


Phe 





















450 455 



<210> 5 

<211> 1387 

<212> DNA 

<213> Homo sapiens 

<400> 5 

agttgctgca gggaatcttt taaacgagag cgagaaggac tgcgggcagg accggcgggc 60 
tcctggggtt cagccgtgcc gcctcgttac gatgaccagt gtggttaaga cagtgtatag 120 
octgcagccc ccctctgcgc tgagcggcgg ccagocggca gacacacaaa ctogggccac 180 
ttctaagagt ctcttacctg ttaggtccaa agaagtcgat glttccaaac agottoattc 240 
aggaggtcca gagaatgatg ttacaaaaat caccaaactg agacgagaga atgggcaaat 300 
gaaagotact gacactgcca ccagaaggaa tgtcagaaaa ggtacaacta ttattacagc 360 
tacaaaccac tgagtaagoa aaaatcagag gaagagctca aggacaagaa coagctgtta 420 
gaagccgtca acaagcagtt gcaccagaag ttgactgaaa ctcagggaga gctgaaggac 480 
ctgacccaga aggtagagct gctggagaag tttcgggaca actgtttggc aattttggag 540 
agcaagggoc ttgatccagc tttaggcagt gagaccctgg catcacgaca agaatccaot 600 
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actgatcaca tggactctat gttgctgtta 
aacgaaacag ccaaaaagca gatggaggag 
aaagaggaaa gagtccgatt cctagaacag 
ttaacaacag cccttaaaga aatggagcag 
cagatggctc cctcttgggc ataaaatctc 
catgatcttc tgggactcac catctccaga 
acagtttatg ctgaaatggc aattcctcat 
tcagccGtcc tgagcctcac aggtggataa 
gcttgattga ccttctagtc aaccacctga 
agccaacaac cagaggatct aaaatgtcac 
acagtggagc acaaatgttc catacaagac 
acctgaaaca cattctttcc catcctggtt 
acctgaagtt gcttgaagtg ttttgggctt 
aacacct 



gaaactttgc aagaggagct gaagcttttt 660 
ttacaggcct taaaggtaaa gctggagatg 720 
caaaccttat gtaacaatca agtaaatgat 780 
ctattagaaa tgtaagaaga agcaagtggc 840 
agaggaagct acttaggaca tcatcttggc 900 
atgaaaacaa tttctacagt agacttaagg 960 
ttaagcaagt tttcccaacc ttcaggttgg 1020 
ttgaggccta caagagaggg gagcctagga 1080 
cttcagcaca ccattacaat cgggagacta 1140 
attcagattt tcaggaagaa aatcttcatt 1200 
atcattgagg agccatgctg tccccttcta 1260 
gggcttctgt acctccttat taatttatga 1320 
aataaatggg gtgaaagtat aggtagcagt 1380 

1387 



<210> 6 

<211> 2395 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (363). . (1625) 
<400> 6 

aggaagggco cgtcccgcct tccccggcgc 
gtggagacgg gtgaggagga tgtgattatg 
tcccagagct tcacgtttga tgatgcccaa 
tggtotccgt cctggaacag ggcttgccac 
tccgaatcct gtcccgggac ogcaactgcc 
aggcactagc ctgctatgct gacatctctg 
acatggatgt tgtactggag tccctcaagt 
tggcacagat gctggcagca gaggccogcc 
tgtaccgtga gaggagcttc ccccacgatg 
tgctaacggc actccgoacc gatgtgcgoo 
gcctgctaac tgacacactg gagctgacgc 
ccacgGtcct tccttcccaa gagactgagc 
acatcaccot ggactccatc aagggggagg 
acotggggac ccttctccgg cactgtgtga 
agttccacgg ccacgcagtg aacctcctgg 
tcctcaccct ggagccaoat ggagactcca 
ttGgtgocct GCtcatcttc GtagagaagG 
gtgtagctGG cgtgGtgagG gtgctgaGtg 
agttGGtgaa ggoooaggtg otgOGGCcto 
gggagatgGt gGggaaoaag GttgtoGgGG 
gggtggGtgc Ggagttcttg tttgtcctgt 
aoaoaggGta tgggaatgct gotggGcttG 



gGcatggagc Gocgggcggt tgcagaagoo 60 
gaagctctgc ggtcatacaa Goaggagcac 120 
caggaggaoc ggaagagact ggogtgotgo 180 
cGtGGGaGGg tgtoatGtgg Gtgoagagtg 240 
tggaoGGgtt caGcagGGgc cagagcctgc 300 
tototgaggg gtGcgtcGGa gagtoogoag 360 
gGCtgtgoaa CGtcgtgGtc agoagoGotg 420 
tagtggtgaa gctoacagag Ggtgtggggc 480 
tccagttGtt tgacttgcgg otcGtottoG 540 
agoagGtgtt toaggagGtg aaaggagtgo 600 
tgggggtgao tcctgaaggg aaGCGCCGaG 660 
gggGoatgga gatGGtoaaa gtgotGttoa 720 
tggaogagga agacgotgoc otttaoGgao 780 
tgatGgGtac tgGtggagao Ggoaoagagg 840 
ggaaottgcc cctcaagtgt ctggatgttc 900 
cggagttcat gggagtgaat atggatgtga 960 
gtttgcaoaa gacaoacagg ctgaaggaga 1020 
aatgtgCGGg gatgcacogc coagGoagga 1080 
tgGgggatgt gaggaoacgg cctgaggttg 1140 
toatgaoaoa GGtggaoaca gatgtgaaga 1200 
gGtctgagag tgtgcccGga ttcatcaagt 1260 
tggctgccag gggGCtoatg goaggaggco 1320 
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ggcccgaggg ccagtactca gaggatgagg 
aagccagcat aaaccctgtg accgggaggg 
gcatgacaga ggagcagaag gagcacgagg 
tctccaggaa cagagtcatc cagccaatgg 
tgcaggatgc catgtgcgag actatggagc 
ctgactgagg atggcagctc ttctgctccc 
tccttggggt tgcaacctcg ggaagccaca 
tccatcttag aaaccccttc tcttgactcc 
tttctcatct ctggactgca acggtcttct 
ccacagacga agtactttct tttgtctgcg 
tgagggcagg gcctacctgg gcacacagaa 
gggtgcacac aaagcaagca ccatctggga 
gtatgtgctg cacttcccag ggagaaaacc 
acacaccctt ccaaggtatg tatgctctgt 
gctggaggcc tcttagacat tctccttggt 
agtgcccgag ttctcgctgg ttttggcaat 
cttacaacaa ggaaaatgcc cctcgtgtga 
acatagccac agaaacatca tcttgaaata 



acacagacac agatgagtac aaggaagcca 1380 
tggaggagaa gccgcctaac cctatggagg 1440 
ccatgaagct ggtgaccatg tttgacaagc 1500 
ggatgagtcc ccggggtcat cttacgtccc 1560 
agcagctctc ctcggaccct gactcggacc 1620 
ccatcaggac tggtgctgct tccagagact 1680 
tcccactgga tccacacccg cccccacttc 1740 
cgttctgttc atgatttgcc tctggtccag 1800 
tgtgctagaa ctcaggctca gcctcgaatt 1860 
ccaagaggaa tgtgttcaga agctgctgcc 1920 
gagcatatgg gagggcaggg gtttgggtgt 1980 
ttggcacact ggcagagcca gtgtgttggg 2040 
tgtcagaact ttccatacga gtatatcaga 2100 
tgttcctgtc ctgtcttcac tgagcgcagg 2160 
cctcgttcag ctgcccactg tagtatccac 2220 
taaacctcct tcctactggt ttagactaca 2280 
ccatagattg agatttatac cacataccac 2340 
aagaagagtt ttggacaaaa aaaac 2395 



<210> 7 
<211> 421 
<212> PRT 

<213> Homo sapiens 



<400> 7 



Met Asp Val Val Leu Glu Ser Leu 


Lys 


Cys 


Leu Cys 


Asn 


Leu Val 


Leu 


1 5 




10 






15 




Ser Ser Pro Val Ala Gin Met Leu 


Ala 


Ala 


Glu Ala 


Arg 


Leu Val 


Val 


20 


25 








30 




Lys Leu Thr Glu Arg Val Gly Leu 


Tyr 


Arg 


Glu Arg 


Ser 


Phe Pro 


His 


35 40 








45 






Asp Val Gin Phe Phe Asp Leu Arg 


Leu 


Leu 


Phe Leu 


Leu 


Thr Ala 


Leu 


50 55 






60 








Arg Thr Asp Val Arg Gin Gin Leu 


Phe 


Gin 


Glu Leu 


Lys 


Gly Val 


Arg 


65 70 






75 






80 


Leu Leu Thr Asp Thr Leu Glu Leu 


Thr 


Leu 


Gly Val 


Thr 


Pro Glu 


Gly 


85 




90 






95 




Asn Pro Pro Pro Thr Leu Leu Pro 


Ser 


Gin 


Glu Thr 


Glu 


Arg Ala 


Met 


100 


105 








110 




Glu lie Leu Lys Val Leu Phe Asn 


1 le 


Thr 


Leu Asp 


Ser 


1 1 e Lys 


Gly 


115 120 








125 






Glu Val Asp Glu Glu Asp Ala Ala 


Leu 


Tyr 


Arg His 


Leu 


Gly Thr 


Leu 


130 135 






140 








Leu Arg His Oys Val Met Me Ala 


Thr 


Ala 


Gly Asp 


Arg 


Thr Glu 


Glu 


145 150 






155 






160 


Phe His Gly His Ala Val Asn Leu 


Leu 


Gly 


Asn Leu 


Pro 


Leu Lys 


Cys 


165 




170 






175 
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Leu 


Asp 


Val 


Leu 
180 


Leu 


Thr 


Leu 


Glu 


Met 


Gly 


Val 
195 


Asn 


Met 


Asp 


Val 


1 le 
200 


Lys 


Arg 
210 


Leu 


His 


Lys 


Thr 


His 
215 


Arg 


Leu 


Ser 


Val 


Leu 


Thr 


Glu 


Cys 


Ala 


225 










230 






Phe 


Leu 


Lys 


Ala 


Gin 
245 


Val 


Leu 


Pro 


Pro 


Glu 


Val 


Gly 
260 


Glu 


Met 


Leu 


Arg 


His 


Leu 


Asp 
275 


Thr 


Asp 


Val 


Lys 


Arg 
280 


Leu 


Cys 
290 


Ser 


Glu 


Ser 


Val 


Pro 

295 


Arg 


Asn 


Ala 


Ala 


Gly 


Leu 


Leu 


Ala 


Ala 


305 










310 






Pro 


Glu 


Gly 


Gin 


Tyr 
325 


Ser 


Glu 


Asp 


Lys 


Glu 


Ala 


Lys 
340 


Ala 


Ser 


1 le 


Asn 


Lys 


Pro 


Pro 
355 


Asn 


Pro 


Met 


Glu 


Gly 
360 


Glu 


Ala 
370 


Met 


Lys 


Leu 


Val 


Thr 
375 


Met 


Val 


1 le 


Gin 


Pro 


Met 


Gly 


Met 


Ser 


385 










390 






Gin 


Asp 


Ala 


Met 


Cys 
405 


Glu 


Thr 


Met 


Asp 


Ser 


Asp 


Pro 
420 


Asp 









Pro His 


Gly 


Asp 


Ser 


Thr 


Glu 


Phe 


185 








190 






Arg Ala 


Leu 


Leu 


1 le 


Phe 


Leu 


Glu 








205 








Leu Lys 


Glu 


Ser 


Val 


Ala 


Pro 


Va 1 






220 










Arg Met 


His 


Arg 


Pro 


Ala 


Arg 


Lys 




235 










240 


Pro Leu 


Arg 


Asp 


Val 


Arg 


Thr 


Arg 


250 










255 




Asn Lys 


Leu 


Val 


Arg 


Leu 


Met 


Thr 


265 








270 






Val Ala 


Ala 


Glu 


Phe 


Leu 


Phe 


Val 








285 








Phe Me 


Lys 


Tyr 


Thr 


Gly 


Tyr 


Gly 






300 










Arg Gly 


Leu 


Met 


Ala 


Gly 


Gly 


Arg 




315 










320 


Glu Asp 


Thr 


Asp 


Thr 


Asp 


Glu 


Tyr 


330 










335 




Pro Val 


Thr 


Gly 


Arg 


Val 


Glu 


Glu 


345 








350 






Met Thr 


Glu 


Glu 


Gin 


Lys 


Glu 


His 








365 








Phe Asp 


Lys 


Leu 


Ser 


Arg 


Asn 


Arg 






380 










Pro Arg 


Gly 


His 


Leu 


Thr 


Ser 


Leu 




395 










400 


Glu Gin 


Gin 


Leu 


Ser 


Ser 


Asp 


Pro 


410 










415 





<210> 8 
<211> 3047 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (349) . . (2265) 
<400> 8 

aaactaaaac tgctgcaact ctatgagtct gtcagtcaat taaattccct tgattttcat 60 
ttagacacac cattctotga taatgacttg gctctgttac taaggcttga tgaaaaagaa 120 
Gtgcttaagc tcoaggcatt actagagaaa tataagcaag agaacaccag gacaaatgtt 180 
cgattttctg atgataaaga tggtgtgttg cctgtaaaaa cattcttgga atatttagaa 240 
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tatgaaaagg atgtgctcaa cataaagaaa 
agtttctttt tttggaagtg tttgcatgga 
ttggagtcgg ctggtcttag ccctcagctg 
tcaaaggaaa aggatatttt ggataaacca 
tccctcctga gcaagatgaa agtggccatc 
ccatggtggc agcagatgcg cacagcctgt 
ttgtctgcgc atgttgggca ttctgttgct 
aaattttccc aaacagtttt gggtgctgat 
ctttctcttg acactgagta ctggaaactc 
cttcagactc tgcttcacag caaagggaac 
gctgagccac ttccaaggct ttctgttaaa 
gcagacagtg tagccaagtg gatatttaaa 
gctaatgaag aaagagatgc agaaaaccca 
ttccttgagg tatcagagat ggagatggac 
gcctatgagc agtttccttg tagccttgag 
gagtacgttg ttcagtggaa taaagatcca 
gaacacttga agcaaatatt taatgcacat 
aatacgttct tagttaaaag attttctgct 
tcaccaaaag ataggttatg ccgaagggat 
ttcctcggct cctgtttgga ccttcttcag 
gaaatacagg tgcctgtgct ggatactgag 
tccatagtgg aactggccct tgaacagaag 
tccatcctgt gctccgtctt gtatgcagtc 
ctttcacttt ttgacagtaa gggaaaaaat 
ttattaccta gtggggaaat ggatccaaat 
aaagttgtca gtgcagctgt ccaggcccaa 
gaagaggcca cacccactcc ttttgggaaa 
ttagcccatc accttcaagt tagtgaagat 
tacaactatg gagttgacca cttaggagaa 
gtccttgcct ctcagctgct ggtgctcacg 
acccagacaa aagaaggaat ggagctgctt 
Gtgaaagcaa tggaccccca ggaccttcaa 
aaactagtaa ataaagtaat tgagctttta 
ttacacctca ttgaagctgt ggaagccata 
ggaaatagtc taaaattatg attataacat 
gacctggaat tttatgggaa aagtatgtct 
tatatacaac ttttaaaaag tgcaaccctg 
agataaaata taaacaaatg tcaactctgt 
ttctaattca aacacttaag tagctttatt 
atttagatta tgttcttata agattctata 
tttaaatgtg ttcatgtaca gtccccatca 
gtaaatgttg agaaaatgcc tttgttgtca 
gggagttctg gataccgaaa ggttcctttc 
gatgaccgtg Gttgaggagg aagaatgggt 
actaaataga acccttaacc tgttgtactt 
tgcagcaaat taattataat gtaagttaag 
tccacatcag gtcactgtaa aaatgtatta 



ataagtgaag aggaatatgt ggctttaggt 300 
gaaagctcca ctgaggatat gtgtcacact 360 
ttgttgtctc tgctcctgag tgtttggctt 420 
cagtcaatct actgtcttca taccatgctg 480 
gatgagacct gggattctca gtctgtgtcc 540 
attcagtctg agaacaatgg agccgctctg 600 
gcacagatat caaacaacat gacagagaaa 660 
tcagaggccc tcactgattc ctgggaggca 720 
cttctgaaac agctggagga ttgtctcata 780 
actcagacct ccaaagtgtc atcactgcag 840 
aagttattag aaggaggaaa aggtggcatt 900 
caggacttca gccctgaagt attaaaactg 960 
gatgaaccca aagaaggtgt taacagaagt 1020 
ttaggagcca taccagactt actgcattta 1080 
ctcgatgtct tgcatgcaca ttgctgctgg 1140 
gaggaagcac gtttttttgt taggtcaata 1200 
gttcaaaatg gcattgcact gatgatgtgg 1260 
gctacatact taatggataa ggttggaaaa 1320 
gtgggaatga gtgacacagc aatgacatct 1380 
atcttaatgg aggcagatgt tagcagggat 1440 
gatgcgtggc tctccgtgga aggaccaatc 1500 
cacatccact acccactggt ggagcaccac 1560 
atgaggtttt ctctgaagac cgtgaagcca 1620 
gcatttttca aagacctaac ttcaattcag 1680 
tttatttctg tacgacaaca gttcttattg 1740 
cattcagcca caaaggtcaa agatcccaca 1800 
gaccaagatt ggccagctct agctgtggat 1860 
gttgttagaa ggcattatgt gggggaacta 1920 
gaggccattc tacaggttca tgacaaagag 1980 
gggcaaaggc tggctcatgc gcttctccac 2040 
gccagacttc cacccacact gtgtacttgg 2100 
aacactgaag tgccaattgc aacaacagct 2160 
ccagaaaaac atgggcaata tggtctagcc 2220 
tctcttcctt ctttatgaca cttacctact 2280 
gaagtagtgc atggttattt tacatagtaa 2340 
ttttttttcc ttttgtaaaa taaataaaag 2400 
gctaaattcc actcctttgg ttaatactga 2460 
tataattaat acagatgttt tactgtctat 2520 
gttaaacttt gctatttaaa attggttata 2580 
tttcctatct aaaatgttgt tgtaattcaa 2640 
gtagcgtata gaacacccca ctctccttta 2700 
tgctccaaat cccacactgg gctgccacct 2760 
ccagaggttc tgctgttgcc atcagaggag 2820 
tcaagatcat catattcatc agaaggggac 2880 
gccaaaattg agaatcagag atgtgtaaaa 2940 
atttgctttt tgccaagttg caaagttgta 3000 
tcttgtaaaa cttatgt 3047 
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<210> 9 

<211> 639 

<212> PRT 

<213> Homo sapiens 



<400> 9 



Met 


Cys 


His 


Thr 


Leu 


Glu Ser Ala 


Gly 


Leu Ser 


Pro 


Gin 


Leu 


Leu 


Leu 


1 








5 






10 








15 




Ser 


Leu 


Leu 


Leu 


Ser 


Val Trp Leu Ser 


Lys Glu 


Lys Asp 


1 le 


Leu 


Asp 








20 






25 








30 






Lys 


Pro 


Gin 


Ser 


1 le 


Tyr Cys Leu 


His 


Thr Met 


Leu 


Ser 


Leu 


Leu 


Ser 






35 






40 








45 








Lys 


Met 


Lys Val 


Ala 


1 1 e Asp G 1 u 


Thr 


Trp Asp 


Ser 


Gin 


Ser 


Val 


Ser 




50 








55 






60 










Pro 


Trp 


Trp Gin 


Gin 


Met Arg Thr Ala 


Cys 1 1 e 


Gin 


Ser 


Glu 


Asn 


Asn 


65 










70 




75 










80 


Gly 


Ala 


Ala 


Leu 


Leu 


Ser Ala His 


Val 


Gly His 


Ser 


Val 


Ala 


Ala 


Gin 










85 






90 








95 




1 le 


Ser 


Asn 


Asn 


Met 


Thr Glu Lys 


Lys 


Phe Ser 


Gin 


Thr 


Val 


Leu 


Gly 








100 






105 








110 






Ala 


Asp 


Ser 


Glu 


Ala 


Leu Thr Asp Ser 


Trp Glu 


Ala 


Leu 


Ser 


Leu 


Asp 






115 






120 








125 








Thr 


Glu 


Tyr Trp Lys 


Leu Leu Leu 


Lys 


Gin Leu 


Glu 


Asp Cys Leu 


1 le 




130 








135 






140 










Leu 


Gin 


Thr 


Leu 


Leu 


His Ser Lys 


Gly 


Asn Thr 


Gin Thr Ser Lys 


Val 


145 










150 




155 










160 


Ser 


Ser 


Leu 


Gin 


Ala 


Glu Pro Leu 


Pro 


Arg Leu 


Ser 


Val 


Lys 


Lys 


Leu 










165 






170 








175 




Leu 


Glu 


Gly Gly 


Lys 


Gly Gly 1 le 


Ala 


Asp Ser 


Val 


Ala 


Lys Trp 


i le 








180 






185 








190 






Phe 


Lys 


Gin Asp Phe 


Ser Pro Glu 


Val 


Leu Lys 


Leu 


Ala 


Asn 


Glu 


Glu 






195 






200 








205 








Arg 


Asp 


Ala 


Glu 


Asn 


Pro Asp Glu 


Pro 


Lys Glu 


Gly Val 


Asn Arg 


Ser 




210 








215 






220 










Phe 


Leu 


Glu 


Val 


Ser 


Glu Met Glu 


Met 


Asp Leu 


Gly 


Ala 


1 le 


Pro 


Asp 


225 










230 




235 










240 


Leu 


Leu 


His 


Leu 


Ala 


Tyr Glu Gin Phe 


Pro Cys 


Ser 


Leu 


Glu 


Leu 


Asp 










245 






250 








255 




Val 


Leu 


His 


Ala 


His 


Cys Cys Trp Glu 


Tyr Val 


Val 


Gin 


Trp Asn 


Lys 








260 






265 








270 






Asp 


Pro 


Glu 


Glu 


Ala 


Arg Phe Phe 


Val 


Arg Ser 


1 le 


Glu 


His 


Leu 


Lys 






275 






280 








285 








Gin 


1 le 


Phe 


Asn 


Ala 


His Val Gin 


Asn 


Gly 1 le 


Ala 


Leu 


Met 


Met 


Trp 




290 








295 






300 










Asn 


Thr 


Phe 


Leu 


Val 


Lys Arg Phe Ser 


Ala Ala 


Thr Tyr Leu Met 


Asp 


305 










310 




315 










320 


Lys 


Val 


Gly Lys 


Ser 


Pro Lys Asp Arg 


Leu Cys 


Arg Arg Asp Val 


Gly 
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325 


330 


335 


Met 


Ser Asp Thr Ala Met Thr 


Ser Phe Leu Gly Ser Cys 


Leu AsD Leu 






340 


345 


350 


Leu 


u 1 n 


Me Leu Met Glu Ala Asp Val Ser Arg Asp Glu 


Me Gin Va 1 






355 


360 365 




Pro 


Va 1 


Leu Asp Thr Glu Asp Ala Trp Leu Ser Val Glu 


G 1 V Pro i 1 e 




3/0 


375 


380 




Ser 


1 le 


Val Glu Leu Ala Leu 


Glu Gin Lys His 1 le His 


Tvr Pro 1 pu 


385 




390 


395 


400 


Val 


ulU 


His His Ser Me Leu Cys Ser Val Leu Tyr Ala 


Va 1 Met Arc: 






405 


410 


415 


Phe 


Ser 


Leu Lys Thr Val Lys 


Pro Leu Ser Leu Phe Asp 


Spr 1 v<% n 1 V 






420 


425 


430 


Lvs 


Asn 


Ala Phe Phe Lys Asp 


Leu Thr Ser Me Gin Leu 


Leu Pro Spr 






435 


440 445 




GIv 


Glu 


Met Asp Pro Asn Phe 


1 le Ser Val Arg Gin Gin 


Phe 1 pij 1 pii 




450 


455 


460 




Lys 


Val 


Val Ser Ala Ala Val 


Gin Ala Gin His Ser Ala 


Thr Lvs Val 

iiii L.jro veil 


465 




470 


475 


480 


Lys 


Asp 


Pro Thr Glu Glu Ala 


Thr Pro Thr Pro Phe Gly 


Lvs A<5n fi 1 n 






485 


490 


495 


Asp Trp Pro Ala Leu Ala Val 


Asp Leu Ala His His Leu 


Gin Val Ser 

vt III w u 1 ^#wl 






500 


505 


510 


Glu Asp Val Val Arg Arg His 


Tyr Val Gly Glu Leu Tyr 


Asn Tvr GIv 






515 


520 525 




Val 


Asp His Leu Gly Glu Glu 


Ala 1 le Leu Gin Val His 


AsD Lvs Glu 




530 


535 


540 




Val 


Leu 


Ala Ser Gin Leu Leu 


Val Leu Thr Gly Gin Arg 


Leu Ala H i ^ 


545 




550 


555 


560 


Ala 


Leu 


Leu His Thr Gin Thr 


Lys Glu Gly Met Glu Leu 


Leu A 1 a Arcr 






565 


570 


575 


Leu Pro Pro Thr Leu Cys Thr Trp Leu Lys Ala Met Asp 


Pro G 1 n A<;n 






580 


585 


590 


Leu 


Gin 


Asn Thr Glu Val Pro 


1 le Ala Thr Thr Ala Lys 


1 PI 1 Vs t Acn 
1— Cu Val /\oil 






595 


600 605 




Lys 


Val 


Me Glu Leu Leu Pro G 1 u Lys His Gly Gin Tyr 


Gly Leu Ala 




610 


615 


620 




Leu 


His 


Leu 1 le Glu Ala Vai 


Glu Ala 1 le Ser Leu Pro 


Ser Leu 


625 




630 


635 





<210> 10 
<211> 2349 
<212> DNA 

<213> Homo sapiens 



<220> 
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<222> (131). . (985) 
<400> 10 

gttgctgaat ctgttgcctg ctgctggtga 
tgaggtccaa gatcttcttg aaggttgtga 
cccagaggac atggctcttc gtaacctgcc 
ctttgacacg gatcggcccG tgctcagcac 
catccgcagc tttggtcatt tcatcgcccg 
agaggttggc atcttcgtca gcattgccca 
ccaggcacag ttccgaatgg cacaggagga 
ggctcagcta cgacttcagc tcgaagtgtc 
ggcccagtca gccatgtctc cctacctcgt 
ccctgtcatc cgccaactgg ccaccagtgg 
gatcgatggc ctggatttgc tgaagaagga 
cctggaggca gagtttaaaa aaggaaacag 
gagctttgag cggcataagc tgaagaggca 
cctagacagc tgcaaacagc tgactctggc 
catggtgacc atcatcacag gccttccact 
gcaggcagcc ctgcaggccg ctgcccacgc 
ctacaagcag tggaaggaaa ttggttgata 
tccagatctc tcctgccctc cctggcagcc 
cgcggactca tgcacgcaca caggagggag 
ccaggagccg gctgggaggg tggggtccct 
agtgcttgga ttaggagagt cttgtgggcc 
gctgtctcca ggggcaggtg gtaggcatgg 
gatctctgag gggaaggaac agcaaaagag 
gttggggccg ggagtttgga ccctctaggt 
tctgagtgat tctctgcaga cccttcccct 
ccctttatgg ggaccaggca gctctggagc 
ctggagtggc ctgcaccgag tagcagggtc 
gggctgcaca tcccattgcc ccacttctgc 
cagggagcag gccccaccta gggctgcagg 
tgcccaccag ccccacaggt gctgtgcttt 
gggatgccag gaagagaaga aagggggtgc 
aagggagggc tgaagacaag gggccggcat 
gaagctgctG agtcagaggc ccccgtccct 
aaggggctgg cttttggagt gttgaggtga 
agggcagtga atggcgcacc aagagcaggg 
ctcagctcct ccccctcagg ctgggaggat 
ctcagctctg ctgcccccac cccagtacta 
tagttggctt cctgcctctc tcctctaaaa 
gagtcacccc actcccagtt gctggcagag 
cccaagccc 



actccaggag tctggcctgg ccttgtgtcc 60 
actgcctgac ctcccctcta gccttctgct 120 
Gccgctccga gctgcccaca gacgctttaa 180 
cttagaggag tcagtggtgc gcatctgctg 240 
cctgcaaggc agcatcctgc agttoaaccc 300 
gtctgagcag gagagcctgc tgcagcaggc 360 
agctcgtcgg aacaggGtca tgagagaGat 420 
tGagGtggag ggGagGGtgc agGagccGaa 480 
ccctgacacc caggccctct gccaccatGt 540 
ccgcttGatt gtGatGatcc Gaaggacaat 600 
aGaccGaggg gGGGgggatg ggattGggta 660 
gtacattcgc tgccagaaag aggtgggaaa 720 
ggatgcagat gcctggactc tctataagat 780 
GGagggggca ggtgaggagg atGGgagtgg 840 
ggacaaGGcc agcgtgcttt caggccGcat 900 
cagtgtggaG atcaagaatg ttGtggaGtt 960 
GtgaGGGGCa ggGCGtgGag tggggGtgaG 1020 

aggaccagca Gctgtagtca ccccaccaGa 1080 
gcGtagGtgG tcagaggGtg cggggagggc 1140 
ttgttgccaa gacgttagga aagGgaggaa 1200 

GGtggCCagG GttCCtgCCt CagGtGGGGt 1260 

gtaGGtgGat ttcactggag tgggttcttg 1320 

gGCCttGttG ctcaccGaag atgcagggtg 1380 

Gttgggggaa gagctgggta ataGGtggtg 1440 

cctcaaggat cacGGatcct cctttcagcG 1500 

GagGGaGagg ggGtgttaga gaagcaaggc 1560 

agggttGgtg tgCtCGtGCt GGtgGtgGag 1620 

tttgtgtGtc cctGtgtcta gGttcGaggg 1680 
GagtGtggcG tgtgcGagca GggtGtGctg 1740 
gtgGtGttgg ctgGtgtgGt gggaGagaat 1800 
agtctgaggc caccaGcocc cttcctatct 1860 
tGagtgggGa gGagaaagga gaggGGGGtt 1920 
GGttttgcct tGcgcaggaG tgaagacGtg 1980 
atatctggga gGagagatca tgaatagctG 2040 
Gtgtgtgtgg gaggGtgGag ccaggattgc 2100 
agcaGaggGt aggggGtcgg ggtggagggt 2160 
gcGtagGttc CGaagGtgtg gGttagagga 2220 
tagGaagtGt gggaaatcct ggggtgagtg 2280 
aGtgagaGta aagcatcact taataaaGGC 2340 

2349 



<210> 11 
<211> 285 
<212> PRT 



wo 01/09318 



PCT/JPOO/05064 



13/47 



<213> Homo sapiens 



<400> 11 



Met 


Ala 


Leu 


Arg 


Asn Leu Pro Pro 


1 








5 


Asn 


Phe 


Asp 


Thr 


Asp Arg Pro Leu 








20 




Val 


Arg 


1 le 


Cys 


Cys 1 1 e Arg Ser 






35 




40 


Gin 


Gly 


Ser 


1 le 


Leu Gin Phe Asn 




50 






55 


1 le 


Ala 


Gin 


Ser 


Glu Gin Glu Ser 


65 








70 


Phe 


Arg 


Met 


Ala 


Gin Glu Glu Ala 










85 


Met 


Ala 


Gin 


Leu 


Arg Leu Gin Leu 








100 




Leu 


Gin 


Gin 


Pro 


Lys Ala Gin Ser 






115 




120 


Asp 


Thr 


Gin 


Ala 


Leu Cys His His 




130 






135 


Thr 


Ser 


Gly 


Arg 


Phe 1 le Val lie 


145 








150 


Leu 


Asp 


Leu 


Leu 


Lys Lys Glu His 










165 


Tyr 


Leu 


Glu 


Ala 


Glu Phe Lys Lys 








180 




Lys 


Glu 


Val 


Gly 


Lys Ser Phe Glu 






195 




200 


Ala 


Asp 


Ala 


Trp 


Thr Leu Tyr Lys 




210 






215 


Thr 


Leu 


Ala 


Gin 


Gly Ala Gly Glu 


225 








230 


1 le 


1 le 


Thr 


Gly 


Leu Pro Leu Asp 










245 


Met 


Gin 


Ala 


Ala 


Leu Gin Ala Ala 








260 




Asn 


Val 


Leu 


Asp 


Phe Tyr Lys Gin 






275 




280 



Leu 


Arg Ala Ala His Arg 


Arg 


Phe 




10 


15 




Leu 


Ser Thr Leu Glu Glu 


Ser 


Val 


25 


30 






Phe 


Gly His Phe 1 le Ala 


Arg 


Leu 




45 






Pro 


Glu Val Gly 1 le Phe 


Val 


Ser 




60 






Leu 


Leu Gin Gin Ala Gin 


Ala 


Gin 




75 




80 


Arg 


Arg Asn Arg Leu Met 


Arg 


Asp 




90 


95 




Glu 


Val Ser Gin Leu Glu 


Gly 


Ser 


105 


110 






Ala 


Met Ser Pro Tyr Leu 


Val 


Pro 




125 






Leu 


Pro Va 1 lie Arg G 1 n 


Leu 


Ala 




140 






1 le 


Pro Arg Thr Met 1 1 e 


Asp 


Gly 




155 




160 


Pro 


Gly Ala Arg Asp Gly 


1 le 


Arg 




170 


175 




Gly 


Asn Arg Tyr 1 le Arg 


Cys 


Gin 


185 


190 






Arg 


His Lys Leu Lys Arg 


Gin 


Asp 




205 






1 le 


Leu Asp Ser Cys Lys 


Gin 


Leu 




220 






Glu 


Asp Pro Ser Gly Met 


Val 


Thr 




235 




240 


Asn 


Pro Ser Val Leu Ser 


Gly 


Pro 




250 


255 




Ala 


His Ala Ser Val Asp 


1 le 


Lys 


265 


270 






Trp 


Lys Glu 1 ie Giy 







285 



<210> 12 

<211> 2669 

<212> DNA 

<213> Homo sapiens 



<220> 
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<222> (19).. (2355) 
<400> 12 

ctgtaccatc gatacctgat gaatgaagag 
tctaactgtg gcatagaaaa ggagtcagac 
gccaccacta agtgctctcc gagtgtggat 
caccccctcc tccccgaggc tgaggcgtgt 
gccgggggtg tcaacatctg ggccctggtg 
aatgacatcc agcgactgct cttctgcctc 
gatgtcaccg agaccctgta ctgcatagcc 
attaacatca gcaataggat tcactacaac 
tcctgcactc aggccacaaa agttaaagag 
atccaactta cacatgaaca acagctgatt 
gtgaaaatta tggcctttgc cggcactggg 
aagtggtctc agagcaggtt tctgtatgtg 
gaacgcgtct tccccagcaa cgtcatctgc 
atagggcgga agtaccagtc aaagaagaag 
gtcaactccg tccttgctga agggaagggt 
actctagaaa acttctttgc ctcggctgac 
tggtgtaaga acagccaagg acagagagtc 
gtccttgaag cgagcGgcct ctgggataac 
gcgcaccaga tgactcatga cggctacttg 
gcctcttttg acgccatctt tgtggatgag 
atagttctgt ctcagccatg tgggaaaatc 
accttccggg gtgcggtcaa cgccctgttc 
acgcagagtt ttcggtttgg tgtggaaata 
tgcaagagag tcaggaaaaa gactttggtt 
gacgcaaagg ggcaagtggc cttgttgtcc 
gtacgggtga cggaagggga attcccttca 
tttggattgg acagaatcat tgatatttgg 
aaacaaaacc tcgtcattaa agacaaattt 
agtggcttca agaggtatgt gaccgctgcc 
gttgttgaaa agtataacat caggattcca 
atagaagatt tggactttgc agagtacatt 
gagtttgaca ctgtgcatgt tttggatgat 
ctgccccagc ttccgcactt cagagttgag 
tatgttgcag taactcgagc caagaagcgt 
ttgactttgg ctggggagta cttcttgcaa 
ggcgtggtgc gctgctgcgt gggacagtgc 
accatgaaga agctgctcat cacctatagc 
tgccactcct gtgcggagca gcgcatcggg 
caggtgcgcg ccatggagcg cactgtggag 
ctGttcctcg tcttctgagg acaaggcgca 
ggaccccgcg tgaagaaagc cagcgagggg 
ccacagcact ttctgaggaa gaggacacca 
cctacagaca gccagtctcc acttgcctcc 
ggatgttctt ttgataaaaa aaaaaaaaaa 
ttcaattaaa caggcaccat agcactggc 



caagctgtca gcaaagtgga cggcatcctg 60 
ctgtgtgtgc tgaacctcat acgatacaca 120 
cccgagaggg tgctgtggag tctgagggac 180 
gtgcggcaac acctcGccga cctctacgct 240 
gcggctgtgg tgctcctctc cagcagtgtg 300 
cggagaccca gctccacggt gaccatgcca 360 
gtgcttctct acgccatgag ggagaagggg 420 
attttctatt gcctatatct tcaggagaat 480 
gagccatctg tctggccagg caagaaaacc 540 
ctgaatcaca agatggaacc tctccaggtg 600 
aagacctcaa cgctggtcaa gtatgcagag 660 
acattcaaca agagcatcgc aaagcaggcc 720 
aaaaccttcc actccatggc ctacgggcac 780 
ttgaatctct tcaagttaac acccttcatg 840 
ggattcataa gagccaagct tgtgtgtaag 900 
gaagagctga ccattgatca cgtgcctatt 960 
atggttgagc agagtgaaaa actgaatggt 1020 
atgcggaagc tgggggagtg cacagaagag 1080 
aaactctggc agctgagcaa gccttcgctg 1140 
gcccaggact gcacaccagc tatcatgaac 1200 
tttgtagggg acccgcacca gcagatctat 1260 
acagtgcccc acacccacgt cttctatctc 1320 
gcttatgtgg gagctactat cttggatgtt 1380 
ggaggaaacc atcagagtgg cattagaggt 1440 
cggaccaacg ccaacgtgtt tgatgaggcc 1500 
aggatacatt tgattggggg gattaaatca 1560 
atccttcttc agccagagga agaacggagg 1620 
atcagaagat gggtgcacaa agaaggcttt 1680 
gaggacaagg agcttgaagc caagatcgca 1740 
gagctggtgc aaaggataga aaaatgccat 1800 
ctgggcactg tgcacaaagc caaaggcctg 1860 
tttgtgaaag tgccttgtgc ccggcataac 1920 
tcattttctg aggatgaatg gaatttactg 1980 
ctcatcatga ccaaatcatt ggaaaacatt 2040 
gcagagctga caagcaacgt cttaaaaaca 2100 
aacaatgcca tccctgttga caccgtcctt 2160 
aacaggaagg aaaacaaggg gggctacctc 2220 
cccctggcgt tcctgacagc ctccccggag 2280 
aacatcgtac tgccccggca tgaggccctg 2340 
cgttctccgc agtgcagagc agcttgccga 2400 
ggcttctgct CGCtgagact ctgggttcac 2460 
gcccaagctg gacctgccat ttctccactc 2520 
cctctggatg tatctggtca gggaagtggg 2580 
ttttatgtat ttaaactttt attacaagat 2640 

2669 
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<210> 13 

<211> 779 

<212> PRT 

<213> Homo sapiens 



<400> 13 



Met 


Asn Glu Glu Gin Ala Val Ser 


Lys 


Val 


Asp 


Gly 


1 ie 


Leu 


Ser 


Asn 


1 


5 




10 










15 




Cys 


Gly lie Glu Lys Glu Ser Asp 


Leu 


Cys 


Val 


Leu 


Asn 


Leu 


1 le 


Arg 




20 


25 










30 






Tyr 


Thr Ala Thr Thr Lys Cys Ser 


Pro 


Ser 


Val 


Asp 


Pro 


Glu 


Arg 


Val 




35 40 










45 








Leu 


Trp Ser Leu Arg Asp His Pro 


Leu 


Leu 


Pro 


Glu 


Ala 


Glu 


Ala 


Cys 




50 55 








60 










Val 


Arg Gin His Leu Pro Asp Leu 


Tyr 


Ala 


Ala 


Gly 


Gly 


Val 


Asn 


1 le 


65 


70 






75 










80 


Trp 


Ala Leu Val Ala Ala Val Val 


Leu 


Leu 


Ser 


Ser 


Ser 


Val 


Asn 


Asp 




85 




90 










95 




1 le 


Gin Arg Leu Leu Phe Cys Leu 


Arg 


Arg 


Pro 


Ser 


Ser 


Thr 


Val 


Thr 




100 


105 










110 






Met 


Pro Asp Val Thr Glu Thr Leu 


Tyr 


Cys 


1 le 


Ala 


Val 


Leu 


Leu 


Tyr 




115 120 










125 








Ala 


Met Arg Glu Lys Gly Me Asn 


1 le 


Ser 


Asn 


Arg 


1 le 


His 


Tyr 


Asn 




130 135 








140 










1 le 


Phe Tyr Cys Leu Tyr Leu Gin 


Glu 


Asn 


Ser 


Cys 


Thr 


Gin 


Ala 


Thr 


145 


150 






155 










160 


Lys 


Val Lys Glu Glu Pro Ser Val 


Trp 


Pro 


Gly 


Lys 


Lys 


Thr 


1 le 


Gin 




165 




170 










175 




Leu 


Thr His Glu Gin Gin Leu Me 


Leu 


Asn 


His 


Lys 


Met 


Glu 


Pro 


Leu 




180 


185 










190 






Gin 


Val Val Lys 1 le Met Ala Phe 


Ala 


Gly 


Thr 


Gly 


Lys 


Thr 


Ser 


Thr 




1 95 200 










205 








Leu 


Val Lys Tyr Ala Glu Lys Trp 


Ser 


Gin 


Ser 


Arg 


Phe 


Leu 


Tyr 


Val 




210 215 








220 










Thr 


Phe Asn Lys Ser Me Ala Lys 


Gin 


Ala 


Glu 


Arg 


Val 


Phe 


Pro 


Ser 


225 


230 






235 










240 


Asn 


Val Me Cys Lys Thr Phe His 


Ser 


Met 


Ala 


Tyr 


Gly 


His 


1 le 


Gly 




245 




250 










255 




Arg 


Lys Tyr Gin Ser Lys Lys Lys 


Leu 


Asn 


Leu 


Phe 


Lys 


Leu 


Thr 


Pro 




260 


265 










270 






Phe 


Met Val Asn Ser Val Leu Ala 


Glu 


Gly 


Lys 


Gly 


Gly 


Phe 


1 le 


Arg 




275 280 










285 








Ala 


Lys Leu Val Cys Lys Thr Leu 


Glu 


Asn 


Phe 


Phe 


Ala 


Ser 


Ala 


Asp 




290 295 








300 










Glu 


Glu Leu Thr 1 le Asp His Val 


Pro 


1 le 


Trp 


Cys 


Lys 


Asn 


Ser 


Gin 


305 


310 






315 










320 



wo 01/09318 



PCT/JPOO/05064 



16/47 



Gly Gin Arg Val Met Val Glu Gin Ser Glu Lys Leu Asn 

325 330 
Glu Ala Ser Arg Leu Trp Asp Asn Met Arg Lys Leu Gly 

340 345 
Glu Glu Ala His Gin Met Thr His Asp Gly Tyr Leu Lys 
355 360 365 

Leu Ser Lys Pro Ser Leu Ala Ser Phe Asp Ala Me Phe 

370 375 380 

Ala Gin Asp Cys Thr Pro Ala Me Met Asn Me Va I Leu 
385 390 395 

Cys Gly Lys Me Phe Val Gly Asp Pro His Gin Gin Me 

405 410 
Arg Gly Ala Val Asn Ala Leu Phe Thr Val Pro His Thr 

420 425 
Tyr Leu Thr Gin Ser Phe Arg Phe Gly Val Glu Me Ala 
435 440 445 

A I a Thr I I e Leu Asp Va I Cys Lys Arg Va I Arg Lys Lys 

450 455 460 

Gly Gly Asn His Gin Ser Gly Me Arg G I y Asp A i a Lys 
465 470 475 

Ala Leu Leu Ser Arg Thr Asn Ala Asn Val Phe Asp Glu 

485 490 
Val Thr Glu Gly Glu Phe Pro Ser Arg Me His Leu Me 

500 505 
Lys Ser Phe G I y Leu Asp Arg Me Me Asp 1 1 e Trp 1 1 e 
515 520 525 

Pro Glu Glu Glu Arg Arg Lys G I n Asn Leu Va I lie Lys 

530 535 540 

Me Arg Arg Trp Val His Lys Glu Gly Phe Ser Gly Phe 
545 550 555 

Val Thr Ala Ala Glu Asp Lys Glu Leu Glu Ala Lys Me 

565 570 
6 1 u Lys Tyr Asn 1 1 e Arg 1 1 e Pro G I u Leu Va I Gin Arg 

580 585 
Cys His M 6 6 1 u Asp Leu Asp Phe Ala Glu Tyr 1 1 e Leu 
595 600 605 

His Lys Ala Lys Gly Leu Glu Phe Asp Thr Val His Val 

610 615 620 

Phe Val Lys Val Pro Cys Ala Arg His Asn Leu Pro Gin 
625 630 635 

Phe Arg Val Glu Ser Phe Ser Glu Asp Glu Trp Asn Leu 

645 650 
Ala Va I Thr Arg A I a Lys Lys Arg Leu 1 1 e Met Thr Lys 

660 665 
Asn Me Leu Thr Leu Ala Gly Glu Tyr Phe Leu Gin Ala 
675 680 685 

Ser Asn Val Leu Lys Thr Gly Val Val Arg Cys Cys Val 
690 695 700 



Gly Val Leu 

335 
Glu Cys Thr 
350 

Leu Trp Gin 

Val Asp Glu 

Ser Gin Pro 
400 

Tyr Thr Phe 

415 
His Val Phe 

430 

Tyr Val Gly 

Thr Leu Val 

Gly Gin Val 
480 

Ala Val Arg 

495 
Gly Gly I le 
510 

Leu Leu Gin 

Asp Lys Phe 

Lys Arg Tyr 
560 

Ala Val Val 

575 
I le Glu Lys 
590 

Gly Thr Val 

Leu Asp Asp 

Leu Pro His 
640 

Leu Tyr Val 

655 
Ser Leu Glu 
670 

Glu Leu Thr 

Gly Gin Cys 
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Asn 


Asn 


Ala 


1 le 


Pro Val 


Asp Thr 


Val Leu Thr 


Met 


Lys 


Lys 


Leu 


Leu 


705 








710 




715 










720 


1 le 


Thr 


Tyr 


Ser Asn Arg Lys Glu 


Asn Lys Gly Gly Tyr 


Leu 


Cys 


His 










725 




730 








735 




Ser 


Cys 


Ala 


Glu 

740 


Gin Arg 


1 le Gly 


Pro Leu Ala 

745 


Phe 


Leu 


Thr 

750 


Ala 


Ser 


Pro 


Glu 


Gin 
755 


Val 


Arg Ala 


Met Glu 
760 


Arg Thr Val 


Glu 


Asn 
765 


1 le 


Val 


Leu 


Pro 


Arg 
770 


His 


Glu 


Ala Leu 


Leu Phe 
775 


Leu Val Phe 













<210> 14 

<211> 3457 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (64). . (2781) 

<400> 14 

caactcotcc aaggctcaaa atttcttcag aatctagttc ctcatagatc ttatgtttca 60 
accatgatct tggaagtagt gaagaatagc gttcatagct gggaccatgt tactcagggc 120 
Gtcgtagaao ttggtttcat tttgatggat tcatatgggc caaagaaggt tcttgatgga 180 
aaaactattg aaaccagccc aagtctttot agaatgccaa aocagcatgc atgtaagctc 240 
ggagctaata tcctgttgga aacttttaag atccatgaga tgatcagaca agaaattttg 300 
gagcaggtcc tcaacagggt tgttacGaga gcatcttctc ccatcagtca tttcttagac 360 
ctgctttcaa atatcgtcat gtatgcaccc ttagttcttc aaagttgttc ttctaaagtc 420 
acagaagctt ttgactattt gtcctttctg ccccttcaga ctgtaoaaag gctgcttaag 480 
gcagtgoago GGcttctcaa agtoagcatg tcaatgagag actgcttgat acttgtCGtt 540 
cggaaagcta tgtttgocaa ccagcttgat gooogaaaat ctgcagttgc tgggtttttg 600 
GtgGtGGtga agaaotttaa agttttaggo agoGtgtoat CGtctGagtg oagtcagtot 660 
ctoagtgtGa gtcaggttca tgtggatgtt cacagccatt acaattctgt Ggccaatgaa 720 
actttttgcc ttgagatcat ggatagtttg aggagatgct taagccagoa agotgatgtt 780 
cgaotoatgc tttatgaggg gttttatgat gttottogaa ggaactotoa gotggctaat 840 
tcagtcatgc aaaotctgct ctcaoagtta aaacagttct atgagccaaa acctgatctg 900 
ctgGGtcctc tgaaattaga agcttgtatt otgacccaag gagataagat ctctotacaa 960 
gaaoGactgg attatotgot gtgttgtatt cagoattgtt tggcotggta taagaataca 1020 
gtcataoGGt taoagoaggg agaggaggaa gaggaggagg aagaggcatt ctaogaagac 1080 
ctagatgata tattggagtc oattaotaat agaatgatta agagtgagct ggaagacttt 1140 
gaaotggata aatcagoaga tttttotcag agcaocagta ttggcataaa aaataatatc 1200 
tctgGttttc ttgtgatggg agtttgtgag gttttaatag aataoaattt ctooataagt 1260 
agtttoagta agaataggtt tgaggacatc ctgagcttat ttatgtgtta oaaaaaacto 1320 
toagacattc ttaatgaaaa agcgggtaaa gccaaaacta aaatggccaa oaagacaagt 1380 
gatagtGttt tgtGoatgaa atttgtgtcc agtottotoa otgctotttt oagagtottg 1440 
ctatggagat acaottcaat tcotacttoa gtggaagagt cgggaaagaa agagaaagga 1500 
aagagoatot oaGtgotgtg cttggagggt ttacagaaaa tattoagtgc tgtgcaacag 1560 
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ttctatcagc ccaagattca gcagtttctc 
gaagagagag aagatgcaga tgtcagtgtc 
tttcagaggt ccttgttgaa tttacttagc 
gccctcctgc tagtcacggt tcttaccagt 
cagtttgtgc agatgttatc ctggacatca 
gccttgtttt gcaagagctt gatgaacttg 
cctgtcattc tgctgcgtga cttgtcccag 
caggatgtag aggtggagaa aacaaaccac 
cccactgtct gtttacttgt tctgagtcag 
ctaatcacca agcttaaggg acaagtgagc 
caggcaaccc taccaaatca gcctgttgag 
cttacatttt tccacgagct ggtgcagaca 
ttgttaaagg acttgtgcaa aatgtacacc 
caggtgtgtc agagctccgg aggaattcca 
ggttctcatc tgacccGcct gtgttattct 
agcctgaact atacgggaga gaaaaaggag 
agagttcttc gggaaaccaa gccaatccct 
aaatttctca tccacctttc taagaagtcc 
agcacctcac gagacttcaa gatcaaagga 
ggcgaagatg aaaatgaaga gggcactgca 
gccaagaaga aaaggaaaaa ataaatgaaa 
tgcttcattt ttacccaaca agcaacaatg 
gcatcttggt tctgaaccca ctgaattcaa 
gcaggtcctg Gtactgaaaa atggctggcc 
tgaaagcctg agtttgggag cctgcaccca 
gagcctccag gcagtgctat ggtccaggct 
gttcaattat ctggtaaata tccagcgctt 
tgccacctca agaactgtaa ctgagagctc 
tcaaaaggag agtgaaaggt tgagaacaat 
gggtctgttt tctttttata taagtgtgtc 
tctgatttac ttgtttggta tttaaagcac 
agaatgcact ctatagaata aattctcttt 



agagctctgg atgtcacaga taaggaagga 1620 
actcagagaa cagcattcca gatccggcaa 1680 
agtcaagagg aagattttaa tagcaaagaa 1740 
ttgtccaagt tactggagcc ctcctctcct 1800 
aagatttgca aggaaaacag ccgggaggat 1860 
ctcttcagcc tgcatgtttc gtataagagt 1920 
gatatccacg ggcatctggg agatatagac 1980 
tttgcaatag tgaatttgag aacggctgcc 2040 
gccgagaagg ttctagaaga agtggactgg 2100 
caagaaacct tatcagaaga ggcctcttct 2160 
aaagctatca tcatgcaact gggaactctg 2220 
gctctgccat caggcagctg tgtggacacc 2280 
acacttacag cccttgtcag atattatctc 2340 
aaaaatatgg aaaagctggt gaagctgtct 2400 
ttcatttctt acgtacagaa taagagtaag 2460 
aaacctgctg ccgttgccac agccatggcc 2520 
aacctcatct ttgccataga acagtatgaa 2580 
aaggtgaacc tgatgcagca catgaagctc 2640 
aacatcctag acatggttct tcgagaggat 2700 
tcagagcatg ggggacagaa caaagaacca 2760 
tgcctgagtt aatgtgaact ttggggcttc 2820 
ccccttgtcc tgtagtccac accgatgttg 2880 
ctgcaccttc agttagaagg aatcttcttg 2940 
ttaggcaagc ccttttgcaa aaagcacagc 3000 
ccccgatgaa gctccacggg agcaaataca 3060 
ggcttcgttt ttccaaggag cctttggtga 3120 
cacctgaaag atagtgcaaa ttggttagga 3180 
agaagtgagc aaaggagctt aatgctaagg 3240 
tgccacgaac ggtaatgtta catgttagga 3300 
ttagatatat tttaaataga aaataagctt 3360 
agtttgtttt tctgtcacct atagagtgca 3420 
aaacatt 3457 



<210> 15 
<211> 906 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Me Leu Glu Val Val Lys Asn 

1 5 
Thr Gin Gly Leu Val Glu Leu Gly 
20 

Pro Lys Lys Val Leu Asp Gly Lys 
35 40 
Ser Arg Met Pro Asn Gin His Ala 
50 55 



Ser Val His Ser Trp Asp His Val 

10 15 
Phe I le Leu Met Asp Ser Tyr Gly 

25 30 
Thr Me Glu Thr Ser Pro Ser Leu 
45 

Oys Lys Leu Gly Ala Asn Me Leu 
60 
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Leu 


G 1 u Thr Phe Lys 1 1 e 


His Glu 


Met 1 1 e 


A 

Arg 


Gin 


Glu 


1 Ie 


Leu 


Glu 


65 


70 






Tier 

75 










80 


Gin 


Val Leu Asn Arg Val 


Va 1 Thr 


Arg Ala 


Ser 


Ser 


Pro 


1 Ie 


Ser 


His 




85 




90 










95 




Phe 


Leu Asp Leu Leu Ser 


Asn Me 


Val Met 


Tyr 


Ala 


Pro 


Leu 


Val 


Leu 




100 




105 








110 






Gin 


Ser Cys Ser Ser Lys 


Val Thr 


Glu Ala 


Phe 


Asp 


Tyr 


Leu 


Ser 


Phe 




115 


120 








125 








Leu 


Pro Leu Gin Thr Val 


Gin Arg 


Leu Leu 


Lys 


Ala 


Val 


Gin 


Pro 


Leu 




130 


135 






140 










Leu 


Lys Val Ser Met Ser 


Met Arg 


Asp Cys 


Leu 


1 Ie 


Leu 


Val 


Leu 


Arg 


145 


150 






155 










160 


Lys 


Ala Met Phe Ala Asn 


Gin Leu 


Asp Ala 


Arg 


Lys 


Ser 


Ala 


Val 


Ala 




165 




170 










175 




Gly 


Phe Leu Leu Leu Leu 


Lys Asn 


Phe Lys 


Val 


Leu 


Gly 


Ser 


Leu 


Ser 




180 




185 








190 






Ser 


Ser Gin Cys Ser Gin 


Ser Leu 


Ser Val 


Ser 


Gin 


Val 


His 


Val 


Asp 




195 


200 








205 








Val 


His Ser His Tyr Asn 


Ser Val 


Ala Asn 


Glu 


Thr 


Phe 


Cys 


Leu 


Glu 




210 


215 






220 










1 ie 


Met Asp Ser Leu Arg 


Arg Cys 


Leu Ser 


Gin 


Gin 


Ala 


Asp 


Val 


Arg 


225 


230 






235 










240 


Leu Met Leu Tyr Glu Gly 


Phe Tyr 


Asp Val 


Leu 


Arg 


Arg 


Asn 


Ser 


Gin 




245 




250 










255 




Leu 


Ala Asn Ser Val Met 


Gin Thr 


Leu Leu 


Ser 


Gin 


Leu 


Lys 


Gin 


Phe 




260 




265 








270 






Tyr Glu Pro Lys Pro Asp 


Leu Leu 


Pro Pro 


Leu 


Lys 


Leu 


Glu 


Ala 


Cys 




275 


280 








285 








1 Ie 


Leu Thr Gin Gly Asp 


Lys 1 1 e 


Ser Leu 


Gin 


Glu 


Pro 


Leu 


Asp 


Tyr 




290 


295 






300 










Leu 


Leu Cys Cys Me Gin 


His Cys 


Leu Ala 


Trp 


Tyr 


Lys 


Asn 


Thr 


Val 


305 


310 






315 










320 


1 Ie 


Pro Leu Gin Gin Gly 


Glu Glu 


Glu Glu 


Glu 


Glu 


Glu 


Glu 


Ala 


Phe 




325 




330 










335 




Tyr Glu Asp Leu Asp Asp 


1 Ie Leu 


Glu Ser 


1 Ie 


Thr 


Asn 


A — 

Arg 


Al ^ 

Met 


1 Ie 




340 




345 








350 






Lys 


Ser Glu Leu Glu Asp 


Phe Glu 


Leu Asp 


Lys 


Ser 


Ala 


A 

Asp 


Phe 


Ser 




355 


360 








365 








Gin 


Ser Thr Ser Me Gly 


1 1 e Lys 


Asn Asn 


1 Ie 


Ser 


Ala 


Phe 


Leu 


Val 




370 


375 






380 










Met 


Gly Val Cys Glu Val 


Leu 1 1 e 


Glu Tyr 


Asn 


Phe 


Ser 


1 Ie 


Ser 


Ser 


385 


390 






395 










400 


Phe 


Ser Lys Asn Arg Phe 


Glu Asp 


1 I e Leu 


Ser 


Leu 


Phe 


Met 


Cys 


Tyr 




405 




410 










415 




Lys Lys Leu Ser Asp 1 Ie 


Leu Asn 


Glu Lys 


Ala 


Gly 


Lys 


Ala 


Lys 


Thr 




420 




425 








430 






Lys Met Ala Asn Lys Thr 


Ser Asp 


Ser Leu 


Leu 


Ser 


Met 


Lys 


Phe 


Val 




435 


440 








445 
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Ser Ser Leu Leu Thr Ala Leu Phe Arg Val Leu Leu Trp Arg Tyr Thr 

450 455 460 

Ser Me Pro Thr Ser Val GIu Glu Ser Gly Lys Lys Glu Lys Gly Lys 
465 470 475 480 

Ser He Ser Leu Leu Cys Leu Glu Gly Leu Gin Lys He Phe Ser Ala 

485 490 495 

Val Gin Gin Phe Tyr Gin Pro Lys I le Gin Gin Phe Leu Arg Ala Leu 

500 505 510 

Asp Val Thr Asp Lys Glu Gly Glu Glu Arg Glu Asp Ala Asp Val Ser 

515 520 525 

Val Thr Gin Arg Thr Ala Phe Gin lie Arg Gin Phe Gin Arg Ser Leu 

530 535 540 

Leu Asn Leu Leu Ser Ser Gin Glu Glu Asp Phe Asn Ser Lys Glu Ala 
545 550 555 560 

Leu Leu Leu Val Thr Val Leu Thr Ser Leu Ser Lys Leu Leu Glu Pro 

565 570 575 

Ser Ser Pro Gin Phe Val Gin Met Leu Ser Trp Thr Ser Lys lie Cys 

580 585 590 

Lys Glu Asn Ser Arg Glu Asp Ala Leu Phe Cys Lys Ser Leu Met Asn 

595 600 605 

Leu Leu Phe Ser Leu His Va I Ser Tyr Lys Ser Pro Va I Me Leu Leu 

610 615 620 

Arg Asp Leu Ser Gin Asp Me His Gly His Leu Gly Asp Me Asp Gin 
625 630 635 640 

Asp Val Glu Val Glu Lys Thr Asn His Phe Ala Me Val Asn Leu Arg 

645 650 655 

Thr Ala Ala Pro Thr Val Cys Leu Leu Val Leu Ser Gin Ala Glu Lys 

660 665 670 

Val Leu Glu Glu Val Asp Trp Leu Me Thr Lys Leu Lys Gly Gin Val 

675 680 685 

Ser Gin Glu Thr Leu Ser Glu Glu Ala Ser Ser Gin Ala Thr Leu Pro 

690 695 700 

Asn Gin Pro Val Glu Lys Ala Me Me Met Gin Leu Gly Thr Leu Leu 
705 710 715 720 

Thr Phe Phe His Glu Leu Val Gin Thr Ala Leu Pro Ser Gly Ser Cys 

725 730 735 

Val Asp Thr Leu Leu Lys Asp Leu Cys Lys Met Tyr Thr Thr Leu Thr 

740 745 750 

Ala Leu Val Arg Tyr Tyr Leu Gin Val Cys Gin Ser Ser Gly Gly Me 

755 760 765 

Pro Lys Asn Met Glu Lys Leu Val Lys Leu Ser Gly Ser His Leu Thr 

770 775 780 

Pro Leu Cys Tyr Ser Phe I le Ser Tyr Val Gin Asn Lys Ser Lys Ser 
785 790 795 800 

Leu Asn Tyr Thr Gly Glu Lys Lys Glu Lys Pro Ala Ala Val Ala Thr 

805 810 815 

Ala Met Ala Arg Val Leu Arg Glu Thr Lys Pro Me Pro Asn Leu Me 
820 825 830 
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Phe 


Ala 


1 le 


Glu 


Gin Tyr Glu Lys Phe Leu 


1 le 


His 


Leu 


Ser 


Lys Lys 






835 




840 






845 






Ser 


Lys 


Val 


Asn 


Leu Met Gin His Met Lys 


Leu 


Ser 


Thr 


Ser 


Arg Asp 




850 






855 




860 








Phe 


Lys 


1 le 


Lys G 1 y Asn 1 1 e Leu Asp Met 


Val 


Leu Arg 


Glu 


Asp Gly 


865 








870 


875 








880 


Glu 


Asp 


Glu 


Asn 


Glu Glu Gly Thr Ala Ser 


Glu 


His 


Gly 


Gly 


Gin Asn 










885 890 










895 


Lys 


Glu 


Pro 


Ala 


Lys Lys Lys Arg Lys Lys 













900 905 



<210> 16 

<211> 2283 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (99). . (1562) 

<400> 16 

gttcGCtgac tcggagtctt agtgtgtcgt tatttggaca agaggcacat tgacocaatt 60 
tggagacgta ttttggaagg aggtgtgaaa aagacagcat gaactttaoc Gcaacacaca 120 
ccGctgtctg cagaaagcga acagttgtct ccaaacgtgg tgttgccgtc agtggtccca 180 
coaagaggag gggaatggca gattcactgg agtcaaGCcc ottgcottco GGCgaagatc 240 
gtGtggGcaa aotGoatcGt totaaggagc tootggaata ttatcaaaag aagatggctg 300 
agtgtgaggc agaaaatgag gacttgctga agaaactgga aototaoaaa gaagcttgtg 360 
aaggacagoa taaaottgaa tgtgatttgc agcagaggga ggaagagatt gctgaattgc 420 
agaaagGtGt aagtgatatg oaggtotgoo tcttccagga acgggaaoat gttttaogGo 480 
totaotoaga aaatgaooga otgagaatoa gggagotaga agacaagaaa aagattoaga 540 
atctcttggc tcttgtggga acagatgctg gagaagtgac ctatttttgt aaggagocto 600 
ctcacaaagt caccattotc caaaagacta tcoaggGtgt aggtgaatgt gagoagagtg 660 
aatcttcagc tttcaaagca gatcctaaaa taagoaaaag aagaccatcg agagagagaa 720 
aagaaagttc tgagcattao caaagagaca tacagacact catcctacag gtggaagcac 780 
tgcaggotoa gctgggagag cagaccaaac tttctcgaga acaaattgaa gggctcatcg 840 
aggacagacg gattoaoctt gaggaaatac aagltcagca coagagaaat cagaacaaaa 900 
tcaaagagct aaccaaaaat cttcaccaca cccaggaact gctctatgag agcacoaaag 960 
attttctgoa actcagatot gaaaaccaaa ataaagagaa gtcatggatg cttgaaaaag 1020 
ataatttgat gtcaaagatt aagcaatata gggtgcagtg taagaagaaa gaagataaaa 1080 
ttggaaaagt gttgcccgtt atgcatgaga gtcaccatgc tcaaagtgaa tatattaagt 1140 
coctaaaaga taagttagta caagagaaaa agctgtccaa tatgtaccaa gagcagtgca 1200 
tttccttaga agaagaaott gcccgaattc gtgaggaaga gggaatgagg agagagatct 1260 
tcaaggatcg cactaacaag atggggaagc gtttacagat aatgacaaaa ogctatgagg 1320 
cattggagcg tcgacgtatc ctggaagtag aaggctttaa gacagatatt aaagttotcc 1380 
gaoagaaact gaaagacttg gagcaaatgt tgtataaggc aacagttaat goccgggcaa 1440 
accaggatct tgcccttctg tgtgaggtco gtgacagcaa tagacgggca cataagatac 1500 
aaggagaact gaagaatctt aagtcgaaag tgtttggtct ggagaatgaa cttagactct 1560 
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gttaatgtct acttttggaa atggccccca 
ggacaaggtc atctgctgcc agaaaatgta 
ttattgtaaa gacagcttga agaatcgggg 
gcttgcttta tcatttttgc tgtcctttta 
aatgacttgg aggctttcat tatttatcct 
aaggcagtga tgctgaaaac ttaggaagaa 
catgggaaga atactttccc taaagagaga 
agctcgggga gaaggcagca catcacaacc 
atttcacctt ccgtcctgag cagagcctga 
caccagaggg cgctagagac tcaaacgaaa 
tgccgagggg atgaagctga gatgatgctt 
catggctttt gaaaaatgat gtatatattt 
etc 



tttagaagag gtgtgcttct tgaaacctga 1620 
aacctgagtt gactagagtg gtggtattca 1680 
accactagga aagcttttct tgcatactca 1740 
acatttgcga ggagtagggg cctggtcctg 1800 
gtctgtattg accggttttt gttttttcag 1860 
ggtattttgc aataagcttg gctgagtgtc 1920 
gaagcactca cagaggctgc ctttctcctg 1980 
tgtcacattg aaataggcgc tcattctgct 2040 
attacgtttt tgggcaattt catggtgttt 2100 
tgtccatctg gaaagattcg ggagacactt 2160 
gtatggaaag tttgatattt ttatcagtca 2220 
taaattaact attttcaata aaatatttca 2280 

2283 



<210> 17 
<211> 488 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Asn Phe Thr Pro Thr His Thr Pro Val Cys Arg Lys Arg Thr Val 

15 10 15 

Val Ser Lys Arg Gly Val Ala Val Ser Gly Pro Thr Lys Arg Arg Gly 

20 25 30 

Met Ala Asp Ser Leu Glu Ser Thr Pro Leu Pro Ser Pro Glu Asp Arg 

35 40 45 

Leu Ala Lys Leu His Pro Ser Lys Glu Leu Leu Glu Tyr Tyr Gin Lys 

50 55 60 

Lys Met Ala Glu Cys Glu Ala Glu Asn Glu Asp Leu Leu Lys Lys Leu 
65 70 75 80 

Glu Leu Tyr Lys Glu Ala Cys Glu Gly Gin His Lys Leu Glu Cys Asp 

85 90 95 

Leu Gin Gin Arg Glu Glu Glu Me Ala Glu Leu G I n Lys A I a Leu Ser 

100 105 110 

Asp Met Gin Val Cys Leu Phe Gin Glu Arg Glu His Val Leu Arg Leu 

115 120 125 

Tyr Ser Glu Asn Asp Arg Leu Arg I le Arg Glu Leu Glu Asp Lys Lys 

130 135 140 

Lys Me Gin Asn Leu Leu Ala Leu Val Gly Thr Asp Ala Gly Glu Val 
145 150 155 160 

Thr Tyr Phe Cys Lys Glu Pro Pro His Lys Val Thr I le Leu Gin Lys 

165 170 175 

Thr Me Gin Ala Val Gly Glu Cys Glu Gin Ser Glu Ser Ser Ala Phe 

180 185 190 

Lys Ala Asp Pro Lys I le Ser Lys Arg Arg Pro Ser Arg Glu Arg Lys 

195 200 205 

Glu Ser Ser Glu His Tyr Gin Arg Asp Me Gin Thr Leu Me Leu Gin 
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210 






Val 


Glu 


Ala 


Leu 


225 








Glu 


Gin 


1 le 


Glu 


1 le 


Gin 


Val 


Gin 








260 


Lys 


Asn 


Leu 


His 






275 




Phe 


Leu 


Gin 


Leu 




290 






Leu 


Glu 


Lys 


Asp 


305 








Cys 


Lys 


Lys 


Lys 


Glu 


Ser 


His 


His 








340 


Leu 


Val 


Gin 


Glu 






355 




Ser 


Leu 


Glu 


Glu 




370 






Arg 


Glu 


1 le 


Phe 


385 








1 le 


Met 


Thr 


Lys 


Val 


Glu 


Gly 


Phe 








420 


Asp 


Leu 


Glu 


Gin 






435 




Gin 


Asp 


Leu 


Ala 




450 






His 


Lys 


1 le 


Gin 


465 








Leu 


Glu 


Asn 


Glu 







21b 




Gin 


Ala 


Gin 


Leu 




230 






Gly 


Leu 


1 le 


Glu 


245 








His 


Gin 


Arg 


Asn 


His 


Thr 


Gin 


Glu 








280 


Arg 


Ser 


Glu 


Asn 






295 




Asn 


Leu 


Met 


Ser 




310 






Glu 


Asp 


Lys 


1 le 


1 o r 

325 








Ala 


Gin 


Ser 


Glu 


Lys 


Lys 


Leu 


Ser 








360 


Glu 


Leu 


Ala 


Arg 






375 




Lys 


Asp 


Arg 


Thr 




390 






Arg 


Tyr 


Glu 


Ala 


405 








Lys 


Thr 


Asp 


1 le 


Met 


Leu 


Tyr 


Lys 








440 


Leu 


Leu 


Cys 


Glu 






455 




Gly 


Glu 


Leu 


Lys 




470 






Leu 


Arg 


Leu 


Cys 


485 















220 


Gly 


Glu 


Gin 


Thr 






Zoo 




Asp 


Arg 


A 

Arg 


1 le 




250 






Gin 


Asn 


Lys 


1 le 


265 








Leu 


Leu 


Tyr 


Glu 


Gin 


Asn 


Lys 


Glu 








300 


Lys 


1 le 


Lys 


Gin 






31b 




Gly 


Lys 


Val 


Leu 




330 






Tyr 


1 le 


Lys 


Ser 


345 








Asn 


Met 


Tyr 


Gin 


1 le 


Arg 


Glu 


Glu 








380 


Asn 


Lys 


Met 


Gly 






395 




Leu 


Glu 


Arg 


Arg 




410 






Lys 


Val 


Leu 


Arg 


425 








Ala 


Thr 


Val 


Asn 


Val 


Arg 


Asp 


Ser 








460 


Asn 


Leu 


Lys 


Ser 






475 





Lys 


1 Ml ■ 
Leu 


Cam. 

oer 


Arg 








240 


LI ! ^ 

His 


Leu 


Glu 


Glu 






rt r~ rr 

255 




Lys 


G t u 


Leu 


Thr 




n ~i 

270 






Ser 


Thr 


Lys 


A 

Asp 


285 








Lys 


Ser 


Trp 


Met 


Tyr 


Arg 


Va 1 


Gin 








320 


Pro 


Va i 


Met 


His 






o o r~ 

335 




Leu 


Lys 


Asp 


Lys 




350 






Glu 


Gin 


Cys 


1 le 


365 








Glu 


Gly 


Met 


Arg 


Lys 


Arg 


Leu 


Gin 








400 


Arg 


1 le 


Leu 


Glu 






415 




Gin 


Lys 


Leu 


Lys 




430 






Ala 


Arg 


Ala 


Asn 


445 








Asn 


Arg 


Arg 


Ala 


Lys 


Val 


Phe 


Gly 



<210> 18 
<211> 2593 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (247). . (1092) 
<400> 18 

gtcttotcgg toacgttttc tgttatattt gcctatgtag ctgatgtcac tcaggagcac 60 
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gagcgaagta cagcttatgg atgggtctca 
ccggccattg gagcatatct ttctgccagt 
acagtggtgg ctcttctgga catctgcttc 
gagaaaatga gaccggtttc ctggggagct 
gcgtcgttga agaaagttgg aaaagattct 
ctttcatacc ttcctgaagc tggacagtat 
ataggttttg gatctgttaa aattgcagca 
gtggctcaga cggcctttct tagcatcttg 
ctccttggct tgggcttcca gatgctccag 
tggatgatgt gggcagcagg gaccgtggct 
agtgccctcg tcactcggaa tgcagagtca 
actggaataa gaggactatg caatggcctg 
atgttccatg tggaactgac tgagttgggc 
cagggagctg tcatcccagg cccgccgttt 
tttctggttg ccttattcat tcctgaatac 
aacagcagca gcggcagcct gaccaacacc 
ccactactgc aagacagcag catctgggag 
tgcactgagc tgtaaactcg gcagaaagtg 
tggagggagc cacacccctg gtgacttcat 
ttcagggcca agtttgataa ataccaccgc 
ttttttctct tacattcttt ttttttttcc 
aaatacttcc ttgcaaataa tgtgcaactc 
Gtctctggta gaaaggatgg ctttcctgta 
ttccatgccc ttttcagcag aaggcacaga 
tttcaggtaa agaatctctt cttaatttct 
gtgttgatga gtggccactc ttaaagagtc 
caaaggtcaa ataaaaacct agtctccttt 
aactcagcat atatacactt ctggacataa 
tgaaagaaat tttcattaca aacttaaatc 
cctggtgtcc tggttgggtc caaggtgatt 
tggtggcaac atagagattg taggctgctt 
ctaagtagga tgagagttag taactggata 
aaaggcatta ttatgatttg cttcttccca 
tctcatccat cacactcctg ccttaactgc 
ttatttcaat ctgtttaact tttgaatcgc 
aaataaggtt ttatgaagct gagtttcacg 
tatggacaaa gaaaacttta cagatttata 
taactagggc ccacctttaa cagagcaccc 
gtagatattt gtaaagggtt ttaatttttt 
ttataaatgt aatgaaggta ttgacagaaa 
gtactgactg aatacattta aaagaaaata 
gataacatat ctttttacta tgctattggt 
atttacagtg gtt 



gccacctttg cggctagtct tgtcagcagc 120 
tacggagaca gcctcgttgt gctggtggcc 180 
atcttagtgg ctgttccaga atctctgcct 240 
cagatttctt ggaaacaagc agaccctttt 300 
actgtcttac taatctgcat caccgtgttt 360 
tcaagttttt ttctctatct caggcaggtc 420 
ttcatagcta tggtaggaat tctgtctatt 480 
atgagatcat taggaaataa gaatactgtc 540 
ttagcctggt acggttttgg atcacaggcc 600 
gccatgtcca gcatcacgtt tccggcaatc 660 
gatcagcaag gagttgccca ggggatcata 720 
gggccagcac tgtatggctt catattctac 780 
ccgaaattga attctaacaa cgttcccctg 840 
ttatttgggg catgtatagt ccttatgtct 900 
agtaaagcca gtggagttca aaaacacagt 960 
ccagaacggg gcagtgatga ggacattgag 1020 
ctctcttcat ttgaggagcc tgggaatcag 1080 
ggattctgca tacgccatct ctgagagcca 1140 
ggtgctggat gggagacgct agcggcatcc 1200 
catcattctg ctcatcctcc tcctgttttt 1260 
tgtttataca ttagaacaag ataagatttg 1320 
ccaaggtgaa actcaaatag aaaaagtcat 1380 
atgactatag agtaagagtg gcagcaatct 1440 
acagtagcgg gactgccatc tctggcaaga 1500 
accttcctgt ttctctgaat cagcccatag 1560 
actcagtatc agggatctac tgtctttgtt 1620 
tattctactt tctattctta gctagaatga 1680 
taatattgaa tagtaattac ctttactaga 1740 
atgtaaaact caacaactca gattcctgga 1800 
ttacagaaga aaaaaacaac tcaagcattc 1860 
ctaagaaagt tattaacaat ttggaaattc 1920 
cgagtgaagt ttatatccaa gttcagactc 1980 
tgtcttccat gtcctgcttc tcaaagtttt 2040 
tctgagtatg catttgtttt caattcatct 2100 
atgggaatac gcacattaag ttcctttcta 2160 
ataagtgtct tgctattttt tgagatgttt 2220 
tgtattttgc tgcaccagta aatggaccat 2280 
ctttgaaagt tttataggta tgaaatatat 2340 
ttttgatggg gtgctgtgta aatcttgtat 2400 
aaaatatata caacttttat aaaggattgt 2460 
tattttgaaa cctgttctgc tatgaacaga 2520 
ttttaggtta agcttcctaa tgcataataa 2580 

2593 



<210> 19 
<211> 282 
<212> PRT 
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<213> Homo sapiens 



<400> 19 



Met 


Arg 


Pro 


Val 


Ser Trp Gly 


Ala 


1 








5 




Pro 


Phe 


Ala 


Ser 


Leu Lys Lys 


Val 








20 






1 le 


Cys 


1 le 


Thr 


Val Phe Leu 


Ser 






35 






40 


Ser 


Ser 


Phe 


Phe 


Leu Tyr Leu 


Arg 




50 






55 




Lys 


1 le 


Ala 


Ala 


Phe 1 le Ala 


Met 


65 








70 




Gin 


Thr 


Ala 


Phe 


Leu Ser 1 le 


Leu 










85 




Thr 


Val 


Leu 


Leu 


Gly Leu Gly 


Phe 








100 






Gly 


Phe 


Gly 


Ser 


Gin Ala Trp 


Met 






115 






120 


Ala 


Met 


Ser 


Ser 


lie Thr Phe 


Pro 




130 






135 




Asn 


Ala 


Glu 


Ser 


Asp Gin Gin 


Gly 


145 








150 




1 le 


Arg 


Gly 


Leu 


Cys Asn Gly 


Leu 










165 




Phe 


Tyr 


Met 


Phe 


His Val Glu 


Leu 








180 






Ser 


Asn 


Asn 


Val 


Pro Leu Gin 


Gly 






195 






200 


Leu 


Phe 


Gly 


Ala 


Cys 1 le Val 


Leu 




210 






215 




1 le 


Pro 


Glu 


Tyr 


Ser Lys Ala 


Ser 


225 








230 




Ser 


Ser 


Gly 


Ser 


Leu Thr Asn 


Thr 










245 




1 le 


Glu 


Pro 


Leu 


Leu Gin Asp 


Ser 








260 






Glu 


Glu 


Pro 


Gly 


Asn Gin Cys 


Thr 






275 






280 



<210> 20 

<211> 4222 

<212> DNA 

<213> Homo sapiens 
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Gin 


1 le 


Ser 


Trp 


Lys 


Gin 


Ala 


Asp 




10 










15 




Gly 


Lys 


Asp 


Ser 


Thr 


Va 1 


Leu 


Leu 


25 










30 






Tyr 


Leu 


Pro 


Glu 


Ala 


Gly 


Gin 


Tyr 










45 








Gin 


Val 


1 ie 


Gly 


Phe 


Gly 


Ser 


Val 








60 










Val 


Gly 


1 le 


Leu 


Ser 


1 le 


Val 


Ala 






75 










80 


Met 


Arg 


Ser 


Leu 


Gly 


Asn 


Lys 


Asn 




90 










95 




Gin 


Met 


Leu 


Gin 


Leu 


Ala 


Trp 


Tyr 


105 










110 






Met 


Trp 


Ala 


Ala 


Gly 


Thr 


Val 


Ala 










125 








Ala 


1 le 


Ser 


Ala 


Leu 


Val 


Thr 


Arg 








140 










Val 


Ala 


Gin 


Gly 


1 le 


1 ie 


Thr 


Gly 






155 










160 


Gly 


Pro 


Ala 


Leu 


Tyr 


Gly 


Phe 


1 le 




170 










175 




Thr 


Glu 


Leu 


Gly 


Pro 


Lys 


Leu 


Asn 


185 










190 






Ala 


Val 


1 le 


Pro 


Gly 


Pro 


Pro 


Phe 










205 








Met 


Ser 


Phe 


Leu 


Val 


Ala 


Leu 


Phe 








220 










Gly 


Val 


Gin 


Lys 


His 


Ser 


Asn 


Ser 






235 










240 


Pro 


Glu 


Arg 


Gly 


Ser 


Asp 


Glu 


Asp 




250 










255 




Ser 


1 le 


Trp 


Glu 


Leu 


Ser 


Ser 


Phe 


265 










270 






Glu 


Leu 















<220> 
<221> CDS 
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<222> (351).. (941) 
<400> 20 

ttgttaactt tgtcaaagat caggttgttg taggtttttg gctttatttc taggttctct 60 
actttgtttc atttgtctat gtgtctgttt ctataccagt accatgctgt ttttgttact 120 
gtactcttct agtatagttt gaagttaggt agagtgacac ttccagcttt tttttttttt 180 
tcttaaggtt ggcttggcta tttgggctct tttttggttc catatgaact ttaaaagttt 240 
ttatttttct aattctctga agaatgtcag tagttcaatg ggaatagcat tgaatctatg 300 
aattacttag ggccatatgc ccatattcat gatactgatt cttcctctcc atgagcatgg 360 
aatatttctc catctgtttt gtgtccactc tgatttctct gagcagttgt ttgtggttct 420 
ccttgaagag gtccttcact ttctttctta gctgtattcc taggtatttt tttctctttg 480 
tagcaaatgt gaatgaaagt tcattcatga tttgtctccc tgcttgcctg ttgtttgtgc 540 
atgggaatgc tagctacttt tgcacattga ttttatatcc tgagattttg ctactgttgc 600 
ttatcacctt aagaagcttt gggcctgaga caatgaggtt ttctagatgt aggatcaggt 660 
catctgcaaa caaagataat ttgacttcct ctctttctat tagaatactc tttatttctt 720 
cctctggcct gattttcctg gccaaggctt ctgatactat attgaatggt agtggtgaaa 780 
gagggcattc ttttcttgtg ccagttttca ggtggaacgt ttctagcttt tgcacattca 840 
gtatgatatt ggctgtgggt ttgttgtata tggctcttat tattttcagg tatgtttctt 900 
cacttcctag tttattgaga attttaaacc tgaaagaatg ctgaatttta ttggatgctt 960 
tttctgcatt tattgagata atcatgtggt ttttgtattt agttctcttt atgtgatgag 1020 
tcacatttat tgatttgcat atgttgaatc aaccttgcat cctggggaca aagccaactc 1080 
cattgttgcg gatgaacttt ttaatgtgct gctggatttg ttttgccagt attttattga 1140 
ggatttttgc acagtgttta ccaaagacat tggcatgatg tgttgttgtt gttgttgttg 1200 
ttgtagtatc tatgttaggt tttggtatct ggatgatgct ggcctgatag aatgagttag 1260 
agagaacttc tttgtcttca attttttttg gatggtttta ggagaaaagg taccatctcc 1320 
tctttgtacc tctgctcaaa ttcagcttgc ttggtaggct agtttttact gcctcagttt 1380 
cagaacacat tattgatcta ttcagggttc agtcttgtgg agggtttatt ttgcaaggaa 1440 
attgtctatt tcttctagat tttctggttt atgtgcatac atatgtttat agtgttctct 1500 
gattgttgtt catatttcca tgggatcagt gatgatatct cccttattat ttctaattgt 1560 
gtttggttct cctttctttt cttatttatt tgcctagcta gtgttccatc tagtttatta 1620 
atttttttca taaaaacagc tcctggattt gttgactttt ttttttggaa gagttttcag 1680 
tgtctctatc tccctcagct ctactttgat cttggttatt tcttgttttc tgctaccttt 1740 
ctggttagtt ttcacttggt tttctagttc ttttcatcaa gatgttaggc tgttaatttt 1800 
agatcttcta gtttctcttt tttttcttct tgtggcagag tctcactctg tcacccaggc 1860 
tggagtacag tggcatgatc tccgctcact gcaacctcca cttctcagtt ttaagtgatt 1920 
tctgctgtct cagcttcctg agtagctggg attacagatg tgcatcacaa aaaccagcta 1980 
atttttgaat tttttttgta gaggtggggt tttgttgtgt ggtccagact ggtcttgaac 2040 
atctggcctt aagtgatttg cctaccccag cctcccaaag tgctggaact acaggcatga 2100 
gGcaccacac ccagcccttt ctatcttttt gatgtggaca ttagtgctat aaatttccct 2160 
cttttcttgg tttccagtga ttattttatt ctatcttggt gagtcatcag ggaaataatc 2220 
ttaaatttac aatcaacata tagtttaaat ccatataatt gtgtgagaag aaccctttgt 2280 
tatttgaagg tgatgtttga aagattttct aacggtgcct tttagttagt cttaaatttc 2340 
taattgtagt taaaaacatg ccattgtcat ttctgacatt ttaagtatat ggtttagaag 2400 
tggttagtat agttctattg ttttgcagta ggttttagat aatttgtgtc ttacaaaagt 2460 
aaaagtgaat actcattact tatgaaagaa gttagttagc ttgccttagg tagatagcaa 2520 
gagaagagtc cctggaaagt ccctggtcag tgcctcatcc ctgcataaca tataaagaag 2580 
cctggaaaaa atcaagctgc agacactaac aagggaacta gcatatgttg ttgtgcttgg 2640 
ggacatgccc gtggctgcac agatagaaaa acctctggcc catttggata aaaacttgta 2700 
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gaaacctcca gctcactcag ataaaggaac 
ttggccaggc acggtggatc atgcctgtaa 
gatcatctga ggtcgggagt ttgagaccag 
ctaaaaatac aaaactagcc aggcatggtg 
ggctgaggca ggagaatcgc tagaacccag 
accattacac tccaggctgg gcaacaagag 
aaaaaagaaa gtacatctca aaaaaaagaa 
ttgtctttgt acagtcagtg ggctcccagg 
gcactgtggg atctggtgca ttccggtcga 
cctctatgaa taattacttc agaccctgag 
ttcaccttag cttctgataa gtcttgggcc 
cagctcctga ttgatcccgg gccaaaggcc 
acagcctgtg aactaggcac atatccttcc 
cctcgtagag ggcaccactt tcagacacct 
gcttcttaaa ctttcactcc aacctcacct 
gtagaacaaa gaactctgga tgttatctca 
ctgctgagac tacgacactt ggtttctttg 
ttatacagct ttcctttttg actgtcttat 
ccttattgta gtacttttca agatttcctt 
tgtacgtgcc ctgtttgctg aatctactca 
atgtttgtga gtaatactac aatgtgcata 
gggatatttt tcatacactg attcagtacc 
ccgttgatgc tacgtccccc aaattattgc 
ctgtattgtg ctaggaattt tacagctata 
taaaattgac acatgtaatt gtgcatattt 
aacaataaaa atcagtactt ct 



aagaacgacc tagcatagaa atgcctttgt 2760 
ttccaacaat gtcggaggca gctgtgggcg 2820 
catgaccaag atggacaaac tctgtcttta 2880 
ctgcatgcct ataatcccag ctacttggga 2940 
gaggcggagg tttctgtgag ccgagatcgc 3000 
caaaactgca aaaaaaaata aaaataaata 3060 
agacaagaaa aagaaaaaaa agaagcactt 3120 
aaaatgttcc ttctcttttt gttggcatgg 3180 
cactctcgtt tatttggact gtaagtctga 3240 
tgctcccggg ccaagctcct tggccaaact 3300 
aagctaagca gcatctatca atcatccctt 3360 
tgggccaagc tgagccacac gtttttcaag 3420 
cttcccagtc cataaaaacc ctggacccag 3480 
atctctgctg gcaaagagct ttcttctctt 3540 
ttgtgttcac gctccttaat ctccttagag 3600 
gactacgaga gactgttaca tcttggtgca 3660 
agtttgacta aatattttac atgagtgtaa 3720 
tttacttaac agaatgtttt gaagatttgt 3780 
atttttaagg ctgaatgcta tcccagtgat 3840 
tccttaaggg tacatttgct tccaggtaac 3900 
tatctattcc atgttctgct ttgtctgttt 3960 
ttgtgtattc ccttgGtttt gttgtctcat 4020 
cacgaccagt tgtaatgaag cttcaccctt 4080 
ggttttacat tatagtcttc attcattttt 4140 
tggggaaaca attatatata tgtgttgtat 4200 

4222 



<210> 21 
<211> 197 
<212> PRT 

<213> Homo sapiens 



<400> 21 



Met 


Ser Met 


Glu 


Tyr 


Phe 


Ser 


1 le 


Cys 


Phe 


Val 


Ser 


Thr 


Leu 


1 le 


Ser 


1 






5 










10 










15 




Leu 


Ser Ser 


Cys 
20 


Leu 


Trp 


Phe 


Ser 


Leu 

25 


Lys 


Arg 


Ser 


Phe 


Thr 
30 


Phe 


Phe 


Leu 


Ser Cys 
35 


i le 


Pro 


Arg 


Tyr 


Phe 
40 


Phe 


Leu 


Phe 


Val 


Ala 
45 


Asn 


Val 


Asn 


Glu 


Ser Ser 
50 


Phe 


Met 


1 le 


Cys 
55 


Leu 


Pro 


Ala 


Cys 


Leu 
60 


Leu 


Phe 


Val 


His 


Gly 


Asn Ala 


Ser 


Tyr 


Phe 


Cys 


Thr 


Leu 


1 le 


Leu 


Tyr 


Pro 


Glu 


1 le 


Leu 


65 








70 










75 










80 


Leu 


Leu Leu 


Leu 


1 le 
85 


Thr 


Leu 


Arg 


Ser 


Phe 
90 


Gly 


Pro 


Glu 


Thr 


Met 
95 


Arg 


Phe 


Ser Arg 


Cys 
100 


Arg 


1 le 


Arg 


Ser 


Ser 
105 


Ala 


Asn 


Lys 


Asp 


Asn 
110 


Leu 


Thr 
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oer 




Leu oer i i e 
115 


Arg 


1 le 


Leu 
120 


riie 


1 1 e oer oer 


oer 
125 


u 1 y 


Leu 


1 le 


rhe 


Leu 


Ala Lys Ala 


Ser Asp 


mr 


1 1 e 


Leu Asn Gly 


Ser 


Gly 


Glu 


Arg 




130 






135 






140 










Gly 


His 


Ser Phe Leu 


Val 


Pro 


Val 


Phe 


Arg Trp Asn 


Val 


Ser 


Ser 


Phe 


145 






150 








155 








160 


Cys 


Thr 


Phe Ser Met 
165 


1 le 


Leu 


Ala 


Val 


Gly Leu Leu 
170 


Tyr 


Met 


Ala 
175 


Leu 


Me 


1 le 


Phe Arg Tyr 
180 


Val 


Ser 


Ser 


Leu 
185 


Pro Ser Leu 


Leu 


Arg 
190 


1 le 


Leu 


Asn 


Leu 


Lys Glu Cys 
195 





















<210> 22 

<211> 2866 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (66). . (1025) 

<400> 22 

tatcatatac tttatctcgg gcccagactg tggtggttga atatactcat gacagcaaca 60 
ocgatatgtc tcagattggc cggtcgactg aaagccccat tgattttgta gtaactgaca 120 
cggttcctgg aagtcaaagt aattctgata cacagtcagt aoaaagcact atatcaagat 180 
ttgcctgcag aatcatatgt gaacggaatc ctccctttac agcacggatt tatgctgcag 240 
gatttgactc atcaaaaaac atctttcttg gggagaaggc tgccaaatgg aagacatcag 300 
atggacagat ggatggcttg accactaatg gtgttcttgt gatgcatcca cgcaatgggt 360 
toacagaaga ctccaagcct ggaatatgga gagaaatatc ggtgtgtgga aatgtattta 420 
gcctacgtga aaccagatcg gctcagcaga gaggaaaaat ggtggaaatt gaaaccaatc 480 
agttacaaga tggctcgtta attgacctct gtggtgcaac attgttatgg cgtactgcag 540 
aaggocttcG GGaoactcct accgtgaagc atttagaagc tttaagacag gaaatcaatg 600 
cagcacgacc tcagtgccct gtagggttca acacactagc atttcctagt atgaagagga 660 
aagacgttgt agatgaaaaa caaccatggg tatatctaaa ctgcggocat gtacatggct 720 
atoataactg gggaaacaaa gaagaacgtg atggaaaaga tcgtgaatgt octatgtgta 780 
ggtctgttgg tccctatgtt cctctgtggc ttggatgtga agctggattt tatgtggacg 840 
coggccctcc aaccoatgcg tttagcccgt gtgggcatgt gtgttcagaa aagacaactg 900 
cctattggtc coagatcGca cttcotoatg gtaotcatac ttttcatgca gcctgtccct 960 
tttgtgcaca tcagttggct ggtgaacaag gctacatcag acttattttt caaggacctc 1020 
tagactaaca gaccattgtc ttgcaggact acattataaa tttataagot aagtgagttg 1080 
ggttttcgaa Gctgttgtcc acgtcacagt ttttctgctc tggtcatttg cattaagatg 1140 
aagaattttt taaaacattt ataataaata gtagcaattt ctgagcaaaa atctgggaaa 1200 
ctcaagcaaa ggaatttctg aaagtatcag tcttctgaat tctgagtttt gaaaatatat 1260 
tttgaggaga aaaagacata gtctaatttg atgccttcct tttagtgttt ttgaatcacc 1320 
tatGctcagt gotgaaattg ttttgtataa Gtgagggtac tgttggttca aactatgtta 1380 
gtttacagtt tgttgcaaao attgtaaaat aoagogacat gtatattaao ttttttctat 1440 
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ttatctttat tatagaaaat accttagaat 
tgtcacaccG ttggtgtgaa tggtagctta 
ttaggaagaa ggacgagaga gcctctctcc 
attagaatac tttgtaattt gtaagaccaa 
ttgtttttaa caacattgaa gataatcagg 
gtagtactat aacaaactta atgctaagaa 
ttaatctaga ttatctattt ttctcccatg 
tttggcaagt ttattttttg gatataaact 
aaatcattgc cataagaaaa agtataaatt 
ttggaaaaag aaatgcttaa ttaattattc 
tctagagatc taaagggttg aatgacaata 
ctctgggttt gaatcctaag gagattgcca 
agatgagcac caatgactgc agcgtggagt 
ttccaatatg tcttttgctt ccagaagcaa 
ccttttttca aaggcaccac aagtatagac 
cttgtagaaa ccagtacact tttagattag 
tttcctttag tttgaaaagt tgtataatac 
gtagcatacc tttaatttat cctattacaa 
aaaacaaaac ttgttgctta gaagccatga 
ttccttgttt taaaaaatga tcatttgggt 
tattataagt ttattagttg tgatgtatca 
tgtaattgat tttgaagttt tctagattgt 
agtcctgtgt tgtatttgtt ctagtcattt 
ttatttgcaa ttaatttatt taaactaagt 



gttcttgata gagtagcatg gtaacgatgg 1500 
gtgagcaacG tagctcaagg atttgcaaag 1560 
ccaccccaat ctaaatatgg aatttggtaa 1620 
attcatacta attacccgcg tgaaaggtgt 1680 
aaagattttt tcttaatgtt tctctcgagc 1740 
acattttata tgctcctttg gatatgcaat 1800 
ataactaatc tgtttttagt atcagcagca 1860 
gtggttcatc tgttcactgt ttctagaaaa 1920 
agcaagaaag gagagtgact tgatttgctt 1980 
tgtatttggc cttattcggg cattaggaaa 2040 
gtgcccccgt ttttagcaga ccagccttaa 2100 
cagtgagact taaggaaatg tttggttggc 2160 
gacgcactgc atggtctgtt tattctctaa 2220 
gaaaagtttc ttctctcccc tccttcccac 2280 
agttgcacta catcaaatct ttttttgaca 2340 
acagtatctt cttttaatat tttgatttgt 2400 
ttaactgact gtagcaaagt tttatatgtg 2460 
aactgttctg aattttcttt tggtttttaa 2520 
attattttat tttacttcaa ctgtcgaaac 2580 
tcactcagga aatgcatgtc aggaaacttg 2640 
gtaactgctg ttaccccttt ttcaaagaaa 2700 
cacatgcttt gtgactaatg caagaaagca 2760 
ttattcaggc tatatattgt agcttaattt 2820 
aaatactttt caaaat 2866 



<210> 23 
<211> 320 
<212> PRT 

<213> Homo sapiens 



<400> 23 



Met 


Ser 


Gin 


1 le 


Gly 


Arg 


Ser 


Thr 


1 








5 








Thr 


Asp 


Thr 


Val 
20 


Pro 


Gly 


Ser 


Gin 


Gin 


Ser 


Thr 
35 


1 le 


Ser 


Arg 


Phe 


Ala 
40 


Pro 


Pro 
50 


Phe 


Thr 


Ala 


Arg 


1 le 
55 


Tyr 


Asn 


1 le 


Phe 


Leu 


Gly 


Glu 


Lys 


Ala 


65 










70 






Gin 


Met 


Asp 


Gly 


Leu 
85 


Thr 


Thr 


Asn 


Asn 


Gly 


Phe 


Thr 
100 


Glu 


Asp 


Ser 


Lys 


Val 


Oys 


Gly 
115 


Asn 


Val 


Phe 


Ser 


Leu 
120 



Glu 


Ser 


Pro 1 1 e 


Asp Phe Val Val 




10 




15 


Ser 


Asn 


Ser Asp 


Thr Gin Ser Val 


25 






30 


Cys 


Arg 


Me lie 


Cys Glu Arg Asn 








45 


Ala 


Ala 


Gly Phe 


Asp Ser Ser Lys 






60 




Ala 


Lys 


Trp Lys 


Thr Ser Asp Gly 






75 


80 


Gly 


Val 


Leu Val 


Met His Pro Arg 




90 




95 


Pro 


Gly 


1 le Trp 


Arg Glu lie Ser 


105 






110 


Arg 


Glu 


Thr Arg 


Ser Ala Gin Gin 



125 
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Arg Gly Lys Met Val Glu 


1 le Glu Thr 


Asn 


Gin Leu Gin 


Asp Gly Ser 




130 


135 




140 




Leu 


1 1 e Asp Leu Cys G 1 y 


Ala Thr Leu 


Leu Trp Arg Thr 


Ala Glu Gly 


145 


150 






155 


160 


Leu 


Pro His Thr Pro Thr 


Val Lys His 


Leu 


Glu Ala Leu 


Arg Gin Glu 




165 




170 




175 


1 le 


Asn Ala Ala Arg Pro 


Gin Cys Pro 


Val 


Gly Phe Asn 


Thr Leu Ala 




180 


185 






190 


Phe 


Pro Ser Met Lys Arg 


Lys Asp Val 


Val 


Asp Glu Lys 


Gin Pro Trp 




195 


200 




205 




Val 


Tyr Leu Asn Cys Gly 


His Val His 


Gly Tyr His Asn 


Trp Gly Asn 




210 


215 




220 




Lys 


Glu Glu Arg Asp Gly 


Lys Asp Arg 


Glu 


Cys Pro Met 


Cys Arg Ser 


225 


230 






235 


240 


Val 


Gly Pro Tyr Val Pro 


Leu Trp Leu 


Gly 


Cys Glu Ala 


Gly Phe Tyr 




245 




250 




255 


Val 


Asp Ala Gly Pro Pro 


Thr His Ala 


Phe 


Ser Pro Cys 


Gly His Val 




260 


265 






270 


Cys 


Ser Glu Lys Thr Thr 


Ala Tyr Trp 


Ser 


Gin Me Pro 


Leu Pro His 




275 


280 




285 




Gly 


Thr His Thr Phe His 


Ala Ala Cys 


Pro 


Phe Cys Ala 


His Gin Leu 




290 


295 




300 




Ala 


Gly Glu Gin Gly Tyr 


1 le Arg Leu 


1 le 


Phe Gin Gly 


Pro Leu Asp 


305 


310 






315 


320 



<210> 24 

<2n> 2374 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (66). . (1532) 

<400> 24 

gctocaacto ctgcagagct gagooggagg ggaatocgga agggacaogo tgaacaggca 60 
cagaaatgaa taaaagtcgc tggcagagta gaagacgaca tgggagaaga agocaccago 120 
agaacccttg gttcagactc ogtgattctg aagacaggtc tgactcccag gcagcacagc 180 
cGgotcacga ttocggctac ggtgatgacg agtotcogtc aacctogtct ggcacagctg 240 
ggacctcctc tgtgccaggg ctacctgggt tttactttga cootgaaaag aaacgctact 300 
tccgcttgct ccctggacat aacaactgoa accccctgac gaaagagagc atccggcaga 360 
aggagatgga gagcaagaga ctgcggctgc tccaggaaga agacagaogg aaaaagattg 420 
ccaggatggg atttaatgoa tcttcoatgo taogaaaaag coagctgggt tttctcaacg 480 
tcaccaatta ctgocattta gcccacgago tgcgtctcag ctgcatggag aggaaaaagg 540 
tocagattcg aagcatggat coctcogoct tggcaagoga ccgatttaac otoatactgg 600 
cagataccaa cagtgaccgg ctcttcacag tgaacgatgt taaagttgga ggctcoaagt 660 
atggtatcat caacctgoaa agtctgaaga cccctacgct caaggtgttc atgcacgaaa 720 
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acctctactt caccaaccgg aaggtgaatt 
attcccacat tctgctatgc ctcatgggac 
tcccagcatc actgttcgtc aatagtcacc 
gcagtttccg gatccctggt gcctggtcct 
actgcttcag tacaggcttg tctcggcggg 
ggcagtcctt tgggaccaac agtgatgtca 
ctggggaaat ctttgccatt gatctgcgtt 
cccgcctgtt tcatgattca gcagtgacct 
tgatggcttc agacatggct ggaaagatca 
taaggcagta cgaaggccac gtgaatgagt 
aagaaggaat cctggtggca gtgggccagg 
atgcccgcct actgagaacc ataccctccc 
gtgtggcctt ctcgtcgcgg ctggggggct 
tcgggcagga cctttactgt tactcctaca 
tgtggatttg acttacggga gtaaagcgta 
aagtgacact cagtgtacac agatcccatc 
ttccgtgtgg agatgctcag gaaagttatt 
aagtcctttt cataaaaggt acctctttcc 
accctccctg ccttttctta acaaaaagga 
gaaaagcttc ttcctccaag agcccattga 
ttgagtcctc ggtgcctggg tagcaggaag 
gaagccagcg gagaggacgg ggaggttact 
tggagtttgg aatccttaaa cttggccttc 
gctgttatta tccaaaggcg ttggaaggaa 
aaacggtcct taacatgcct ttgttcaagc 
ggtttctatt acggtgactt gaatgtcaga 
tttgactttt tgtaatctag gagcgacagt 
ctgtttttct accaaacaat aaaaccaaga 



cggtgtgctg ggcctcgctg aatcacttgg 780 
tcgcagagac tccaggctgt gccaccctgc 840 
cagcaggaat agaccggcct ggcatgctct 900 
gtgcctggtc cctgaatatc caagcaaata 960 
tcctgttgac caacgtggtg acgggacacc 1020 
tggctcctct gctgtttaat ggctgccgct 1080 
gtggaaatca aggcaaggga tggaaggcca 1140 
ctgtgcggat cctccaagat gagcaatacc 1200 
agctgtggga cctgaggacc acgaagtgcg 1260 
acgcctacct gcccctgcat gtgcacgagg 1320 
actgctacac gagaatctgg agcctccacg 1380 
cgtaccctgc ctccaaggcc gacattccca 1440 
Gccggggcgc gccggggctg ctcatggctg 1500 
gctaattctg cagggcacag cccagagcca 1560 
actttttact gcatctaatg agggtgtttt 1620 
ctctggctgc taggagagaa gtgctgaatg 1680 
tgagttaaat tgctggctga gagagcttgg 1740 
ttttcttatt gaattcttag aacttagtta 1800 
cttttctaag gactgaagat tggcaaaaac 1860 
agaagcccag tgatgagacg gtgagatggt 1920 
aaagacctgc atcctgcatc tgtacttggg 1980 
tctctaagtt tctgcagaaa tattgaaggc 2040 
tcaaactcag cagcagatct ccgggattct 2100 
agatggatct tcttacatgc tagaagtttt 2160 
accttccaga atgtaaggtt cagcagctct 2220 
ttcaagggcc cggcgtcaaa ggaaattggt 2280 
tcgtgagatg tttattcagt gttaaagagc 2340 
gaag 2374 



<210> 25 
<211> 489 
<212> PRT 

<213> Homo sapiens 



<400> 25 



Met 


Asn 


Lys 


Ser 


Arg 


Trp 


Gin 


Ser 


Arg 


Arg Arg His Gly Arg Arg Ser 


1 








5 










10 15 


His 


Gin 


Gin 


Asn 


Pro 


Trp 


Phe 


Arg 


Leu 


Arg Asp Ser Glu Asp Arg Ser 








20 










25 


30 


Asp 


Ser 


Gin 


Ala 


Ala 


Gin 


Pro 


Ala 


His 


Asp Ser Gly Tyr Gly Asp Asp 






35 










40 




45 


Glu 


Ser 


Pro 


Ser 


Thr 


Ser 


Ser 


Gly 


Thr 


Ala Gly Thr Ser Ser Val Pro 




50 










55 






60 


Gly 


Leu 


Pro 


Gly 


Phe 


Tyr 


Phe 


Asp 


Pro 


Glu Lys Lys Arg Tyr Phe Arg 


65 










70 








75 80 


Leu 


Leu 


Pro 


Gly 


His 


Asn 


Asn 


Cys 


Asn 


Pro Leu Thr Lys Glu Ser lie 



85 90 95 
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Arg 6ln Lys Glu Met Glu Ser Lys Arg Leu Arg Leu Leu 

100 105 
Asp Arg Arg Lys Lys Me Ala Arg Met Gly Phe Asn Ala 
115 120 125 

Leu Arg Lys Ser Gin Leu Gly Phe Leu Asn Val Thr Asn 

130 135 140 

Leu Ala His Glu Leu Arg Leu Ser Cys Met Glu Arg Lys 
145 150 155 

I le Arg Ser Met Asp Pro Ser Ala Leu Ala Ser Asp Arg 

165 170 
I le Leu Ala Asp Thr Asn Ser Asp Arg Leu Phe Thr Val 

180 185 
Lys Val Gly Gly Ser Lys Tyr Gly lie Me Asn Leu Gin 
195 200 205 

Thr Pro Thr Leu Lys Val Phe Met His Glu Asn Leu Tyr 

210 215 220 

Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn His 
225 230 235 

His Me Leu Leu Cys Leu Met 6 1 y Leu Ala Glu Thr Pro 

245 250 
Thr Leu Leu Pro Ala Ser Leu Phe Val Asn Ser His Pro 

260 265 
Asp Arg Pro Gly Met Leu Cys Ser Phe Arg I le Pro Gly 
275 280 285 

Cys Ala Trp Ser Leu Asn Me Gin Ala Asn Asn Cys Phe 

290 295 300 

Leu Ser Arg Arg Val Leu Leu Thr Asn Val Val Thr Gly 
305 310 315 

Ser Phe Gly Thr Asn Ser Asp Val Met Ala Pro Leu Leu 

325 330 
Cys Arg Ser G I y G I u Me Phe Ala Me Asp Leu Arg Cys 

340 345 
Gly Lys Gly Trp Lys Ala Thr Arg Leu Phe His Asp Ser 
355 360 365 

Ser Val Arg Me Leu Gin Asp Glu Gin Tyr Leu Met Ala 

370 375 380 

Ala Gly Lys I I e Lys Leu Trp Asp Leu Arg Thr Thr Lys 
385 390 395 

Gin Tyr Glu Gly His Val Asn Glu Tyr Ala Tyr Leu Pro 

405 410 
His Glu Glu Glu Gly Me Leu Val Ala Val Gly Gin Asp 

420 425 
Arg I le Trp Ser Leu His Asp Ala Arg Leu Leu Arg Thr 
435 440 445 

Pro Tyr Pro Ala Ser Lys Ala Asp I le Pro Ser Val Ala 

450 455 460 

Arg Leu Gly Gly Ser Arg Gly Ala Pro Gly Leu Leu Met 
465 470 475 



Gin Glu Glu 
110 

Ser Ser Met 

Tyr Cys His 

Lys Val Gin 
160 

Phe Asn Leu 

175 
Asn Asp Val 
190 

Ser Leu Lys 

Phe Thr Asn 

Leu Asp Ser 
240 

Gly Cys Ala 

255 
Ala Gly I le 

270 

Ala Trp Ser 

Ser Thr Gly 

His Arg Gin 
320 

Phe Asn Gly 

335 
Gly Asn Gin 
350 

Ala Val Thr 

Ser Asp Met 

Cys Val Arg 
400 

Leu His Val 

415 
Cys Tyr Thr 
430 

I le Pro Ser 

Phe Ser Ser 

Ala Val Gly 
480 
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Gin Asp Leu Tyr Cys Tyr Ser Tyr Ser 
485 



<210> 26 
<211> 1704 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (172). . (1359) 
<400> 26 

aggagagcgt cGggattccc tgctctaggt 
ggcggggcag ggcagggaag ggaagggcgg 
cttggccggc gtgatotcag ctctgcagac 
aggtgctacg gctgcgctgt caagttcacc 
tgtggcaggg ccttctgttc aggctgccta 
aacacccaac agaaagtctg caagcaatgc 
aatgcctcca agtggtcacc acctcagaac 
aagcaaaagc ccagcacttc ocagagccag 
gagcgcctag cacgactccg ccaggagaac 
atagaggcac ggctggctgc cctaaaggat 
gaaatggagg oacgacttgc agcgttgcag 
ccggcacatc acacaccgga caccaggaco 
cagctggcag ctgaggtggc tatcgatgaa 
ctccagaatg atctcaacca gggtggCGca 
tggtccttgg aggaggagaa gagcagactg 
gagaacacga ggcaggaacg gattctggcc 
caggaccccg agagagtgac cctcoaggao 
gatgaggaga cagccatcca aagagtcctg 
gaggcaagtg gctttaacat ccctgcagag 
ggggcagagc ctgaggccoa ggatgtggao 
ccctggtgct gcatotgcaa tgaggatgcc 
Gtcttctgtg cccgctgott ccgagagggc 
aoatctgoct actctcctoG acgtgGaggc 
ggaagggcag tcccacaggc agcggcaccc 
gggagagctt gtctggGtct actgatgatg 
tggaatgagg aaagattoto oattcgagag 
GGtattagaa gcccagactg gaagtgagag 
cgggtgagcc ctgtaacctg gctctagggc 
taataaagta tgttgattca ttgg 



cgcggGggga cagtgGoagt gggogtgtgg 60 
agctggggtg agggtccaag gggcccagga 120 
cctgcggtgG tgggagGcac catggagagt 180 
ctGttGaaga aggagtacgg ctgtaagaat 240 
agcttcagtg cagcagtgCG tcggactggg 300 
catgaggtGG tgaocagagg gtottotgco 360 
tataagaagG gtgtggoagc Gttggaagoc 420 
ggactgacac gacaagacca gatgattgct 480 
aagGGcaagt tagtcoGOtc aoaggoagag 540 
gaacgtcagg gttGoatCGG ttoGacccag 600 
ggoagagttG taccttctca aaoGGGCcag 660 
GaagGGoagG agacacagga totgctaaog 720 
agctggaaag gaggaggoGC agotgootct 780 
gggagoaota attocaagag goaggcGaac 840 
ctggctgagg Gagoacttga gttgcgggag 900 
GtggGoaagG gaotagGoat gotgogggga 960 
tatogcctGG oagacagtga tgacgacgag 1020 
cagcagctca ctgaagaagc tgccctggat 1080 
oaggGttGtG gaccGtggaG gGaaoGGGgc 1140 
GccaggGctg aggctgagga agaggagctc 1200 
acGGtaogct gcgctggGtg cgatggggac 1260 
oatgatgGGt ttgagGttaa agagoaooag 1320 
caagagoact gaagaoaccc tggtGctcGG 1380 
atttGtgggc cccgcGacag gacgtoogat 1440 
gataggGccc ttcctgagcc ttggtgtOGC 1500 
aatgactggg agggaagaag tcggggocct 1560 
gcatgatggg gagagaccag aotgaatcta 1620 
aoaggcGGGt cccGtggcac ttagtgggtc 1680 

1704 



<210> 27 
<211> 396 
<212> PRT 
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<213> Homo sapiens 



<400> 27 



Met 


Glu 


Ser 


Arg 


Cys 


Tyr Gly Cys Ala 


Val Lys 


Phe Thr Leu Phe Lys 


1 








5 




10 


15 


Lys 


Glu 


Tyr 


Gly 


Cys 


Lys Asn Cys Gly 


Arg Ala 


Phe Cys Ser Gly Cys 








20 




25 




30 


Leu 


Ser 


Phe 


Ser 


Ala 


Ala Val Pro Arg 


Thr Gly 


Asn Thr Gin Gin Lys 






35 






40 




45 


Val 


Cys 


Lys 


Gin 


Cys 


His Glu Val Leu 


Thr Arg 


Gly Ser Ser Ala Asn 




50 








55 




60 


Ala 


Ser 


Lys 


Trp 


Ser 


Pro Pro Gin Asn 


Tyr Lys 


Lys Arg Val Ala Ala 


65 










70 


75 


80 


Leu 


Glu 


Ala 


Lys 


Gin 


Lys Pro Ser Thr 


Ser Gin 


Ser Gin Gly Leu Thr 










85 




90 


95 


Arg 


Gin 


Asp 


Gin 


Met 


Me Ala Glu Arg 


Leu Ala 


Arg Leu Arg Gin Glu 








100 




105 




110 


Asn 


Lys 


Pro 


Lys 


Leu 


Val Pro Ser Gin 


Ala Glu 


Me Glu Ala Arg Leu 






115 






120 




125 


Ala 


Ala 


Leu 


Lys 


Asp 


Glu Arg Gin Gly 


Ser 1 1 e 


Pro Ser Thr Gin Glu 




130 








135 




140 


Met 


Glu 


Ala 


Arg 


Leu 


Ala Ala Leu Gin 


Gly Arg 


Val Leu Pro Ser Gin 


145 










150 


155 


160 


Thr 


Pro 


Gin 


Pro 


Ala 


His His Thr Pro 


Asp Thr 


Arg Thr Gin Ala Gin 










165 




170 


175 


Gin 


Thr 


Gin 


Asp 


Leu 


Leu Thr Gin Leu 


Ala Ala 


Glu Va 1 Ala Me Asp 








180 




185 




190 


Glu 


Ser 


Trp 


Lys 


Gly 


Gly Gly Pro Ala 


Ala Ser 


Leu Gin Asn Asp Leu 






195 






200 




205 


Asn 


Gin 


Gly 


Gly 


Pro 


Gly Ser Thr Asn 


Ser Lys 


Arg Gin Ala Asn Trp 




210 








215 




220 


Ser 


Leu 


Glu 


Glu 


Glu 


Lys Ser Arg Leu 


Leu Ala 


Glu Ala Ala Leu Glu 


225 










230 


235 


240 


Leu 


Arg 


Glu 


Glu 


Asn 


Thr Arg Gin Glu 


Arg 1 1 e 


Leu Ala Leu Ala Lys 










245 




250 


255 


Arg 


Leu 


Ala 


Met 


Leu 


Arg Gly Gin Asp 


Pro Glu 


Arg Val Thr Leu Gin 






260 




265 




270 


Asp 


Tyr 


Arg 


Leu 


Pro 


Asp Ser Asp Asp 


Asp Glu 


Asp Glu Glu Thr Ala 




275 






280 




285 


1 le 


Gin 


Arg 


Val 


Leu 


Gin Gin Leu Thr 


Glu Glu 


Ala Ala Leu Asp Glu 




290 








295 




300 


Ala 


Ser 


Gly 


Phe 


Asn 


1 le Pro Ala Glu 


Gin Ala 


Ser Arg Pro Trp Thr 


305 










310 


315 


320 


Gin 


Pro 


Arg 


Gly 


Ala 


Glu Pro Glu Ala 


Gin Asp 


Val Asp Pro Arg Pro 










325 




330 


335 


Glu 


Ala 


Glu 


Glu 


Glu 


Glu Leu Pro Trp 


Cys Cys 


1 1 e Cys Asn G 1 u Asp 








340 




345 




350 


Ala 


Thr 


Leu 


Arg 


Cys 


Ala Gly Cys Asp 


Gly Asp 


Leu Phe Cys Ala Arg 
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355 360 365 

Cys Phe Arg Glu Gly His Asp Ala Phe Glu Leu Lys Glu His Gin Thr 

370 375 380 

Ser Ala Tyr Ser Pro Pro Arg Ala Gly Gin Glu His 
385 390 395 



<210> 28 

<211> 1844 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (233). . (1087) 
<400> 28 

ctoggggact ggcatcacgg gagagtggoc aggcgccccc cacccgcagg goatgcccac 60 
ctggacagga ctgaaggctg ctgccacctc tgcagcgcct gGcattctca cacccacccc 120 
tctgcGcagt tttgctgcgt cgcgtgaagg atcctgogot ggcgccocca cctggtgatg 180 
ccgagtccot gggggtggtt tgctgtgact goatgcggcg cgcagcgggt atatgtgcag 240 
gggaggagga gctatgtgcg caggggagga ggagagatgt gcccagggga ggggcctgca 300 
actctggtca ctagaggttt ggggcatagg gtttgggaag gccaggaagc gtaaaggggc 360 
ttctgggggt cccgaagtag cacgggaggg tggggcaggg ctggtcacgc ctcctgtgGt 420 
cgggcagaao aacttcgagg agocagtggc actgcaggag atggacacaa gcaacggggt 480 
cctattgcGC ttttacgatc ccgaotGoag catcgtotao otgtgtggca agggogacag 540 
Gagcattcgg tactttgaga ttaocgacga gccgGottto gtgcactacc tgaacacgtt 600 
cagcagcaaa gagocgcagc ggggcatggg tttcatgccc aaaaggggac tggatgtcag 660 
caagtgtgag atcgccoggt tctacaagct acacgaaaga aagtgtgaac ctatcatcat 720 
gactgtgccc cgcaagtcag acctcttcca ggaogatotg tacccggata cgccaggccG 780 
ggagccggcc ctagaagGgg acgaatggct atccggccag gacgccgaac ccgtgctcat 840 
ttcgctgagg gaoggGtatg tgCGGCCoaa goaoGgcgag otoogggtoa ogaagogoaa 900 
oatcGtggac gtgcgGGcgc GotocggGGC GcgGGgoagG GagtGggcoa gcgaogGCGG 960 
cttgtcgcag cacaGcctgg agacgctgct ggaagagatc aaggccctcc gcgagcgggt 1020 
goaggGGoag gagoagogoa toaoggctct ggagaaoatg Gtgtgcgagc tggtggacgg 1080 
Gaoggaotag GGGGgogogG oaggoaggGg gagoggggog gggogoaoaa gotoggGCOG 1140 
gGGccggctt ttagtcccga aGtccggacc Gcgccttctt gggotgggcc cgggggcggg 1200 
actggggagg gaaotCGgGG cotcgoggga gaooagaact cttggagctt aggggagacc 1260 
GacgtGgctc cagcggaggc tggaotgoga gcctcgtotg ggactcggct ggagotggoo 1320 
tagggaggcc tggggtaaoc tggggggctc agcaatggtg ctgcacggcg aggtggtgto 1380 
cccctttgtc GtGGgGGoag ggoagggaaa gtgcttagta ttagcgtgat gottggggtt 1440 
attggagGGt gagGttgaoG tcaaaogggt ggcgatttga tgggtaccGG oaggctgggg 1500 
aaaatgacag Ggottotcct aatcagotoa Gtggattcca tcaocctgag cggtaaaooa 1560 
gatgggcgtc acGGcagttc tgoagacaoa tacaoaaGGG gtttgotgca gagccggaoG 1620 
oagtggGtac aoGcacagcg gtctgtggta gagaactctc ttccttcttt GoaGCgaoag 1680 
gggGgagggc tgGttcctcg GggcagGGGG Ggcgaagaaa totogagaga actggoatga 1740 
ggagttaggt tcatcacaaa tacacacaoa ctgcccccaa ccctctgccg ttgcctctct 1800 
cagaaaaaca agacgtactg aatgaaatat tttactaagc gttc 1844 
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<210> 29 

<211> 285 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Cys Arg Gly Gly Gly Ala Met Gys Ala Gly Glu Glu Glu Arg Cys 

15 10 15 

Ala Gin Gly Arg Gly Leu Gin Leu Trp Ser Leu Glu Val Trp Gly lie 

20 25 30 

Gly Phe Gly Lys Ala Arg Lys Arg Lys Gly Ala Ser Gly Gly Pro Glu 

35 40 45 

Val Ala Arg Glu Gly Gly Ala Gly Leu Val Thr Pro Pro Val Leu Gly 

50 55 60 

Gin Asn Asn Phe Glu Glu Pro Val Ala Leu Gin Glu Met Asp Thr Ser 
65 70 75 80 

Asn Gly Va I Leu Leu Pro Phe Tyr Asp Pro Asp Ser Ser lie Va I Tyr 

85 90 95 

Leu Cys G I y Lys G I y Asp Ser Ser 1 1 e Arg Tyr Phe Glu Me Thr Asp 

100 105 110 

Glu Pro Pro Phe Val His Tyr Leu Asn Thr Phe Ser Ser Lys Glu Pro 

115 120 125 

Gin Arg Gly Met Gly Phe Met Pro Lys Arg Gly Leu Asp Val Ser Lys 

130 135 140 

Cys Glu 1 1 e A I a Arg Phe Tyr Lys Leu His Glu Arg Lys Cys G I u Pro 
145 150 155 160 

Me Me Met Thr Va I Pro Arg Lys Ser Asp Leu Phe G I n Asp Asp Leu 

165 170 175 

Tyr Pro Asp Thr Pro Gly Pro Glu Pro Ala Leu Glu Ala Asp Glu Trp 

180 185 190 

Leu Ser Gly Gin Asp Ala Glu Pro Val Leu I le Ser Leu Arg Asp Gly 

195 200 205 

Tyr Val Pro Pro Lys His Arg Glu Leu Arg Val Thr Lys Arg Asn lie 

210 215 220 

Leu Asp Val Arg Pro Pro Ser Gly Pro Arg Arg Ser Gin Ser Ala Ser 
225 230 235 240 

Asp Ala Pro Leu Ser Gin His Thr Leu Glu Thr Leu Leu Glu Glu Me 

245 250 255 

Lys Ala Leu Arg Glu Arg Val Gin Ala Gin Glu Gin Arg Me Thr Ala 

260 265 270 

Leu Glu Asn Met Leu Cys Glu Leu Val Asp Gly Thr Asp 
275 280 285 



<210> 30 
<211> 1519 
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<212> DNA 

<213> Homo sapiens 

<400> 30 

attccagagc cagcagcgog tcctggccgc 
aggagccggg gcacgttcca ggagctgcct 
tccagctgoo agatcccgtg cagtcctggg 
ccaggaactt tocgcagact cgccgccatc 
caagtcccca tggaagtcgt gcttcccaag 
atcatcctgg ccaccattgt catcatgacc 
atcatctatc gcatgcggac tcatccgatc 
agggccgggt gagggatgag gaoaggcatc 
agcagcagga gggactttgg ggcatggacc 
agctgtgtga atttggtcaa gggacctaac 
atggggatgg tgatccctgc cctttctaoc 
tggatgtgaa agctgtttgt gatcagtaaa 
atcctgagaa gctttoaaga aocagagaac 
gagggagata ctgggggcag agcagacttt 
gagcaccGtg tcccoattcc aaggggccag 
ggtgccattc cttcatgttt tctcagtttg 
tctocattcc agaatctctg cccotgtgta 
actgccaagg gagttggggt gatgggcttc 
tttgacactc aagcaatgtt ggaaaatgca 
gatotctggc Gcccatcccc ttgtgtgtgt 
ccacgtgtac ccccttcact ccctcccacc 
tttaagaggt gttcccagga cttttgggac 
tgatgattta tatttatgta gagatatttc 
caggagcatc ttgggattta ttaaattatg 
ttgtgtgaaa atgctgcttt tactttgatg 
aataaagtgc tagaatgtg 



tcctgcgctc tcccgcctcG cggggctcgg 60 
agggctgagg ttocaggcGt gggggtogot 120 
gaccGtgaga agoaGGgagG oatoGotgac 180 
tgggagtgaa goaaoatgga tgoagtoago 240 
GaGatCGtgg atatGtgggt tattgtGCtc 300 
tGgttgttgG tgtgGccagG GaGtgoagta 360 
Gttagtgggg Gtgtttgaga gCGtoGoaag 420 
ctatccccag cctcttcctg tcttcagaaa 480 
tgagttctgg ttttgattGt gGGaogagGG 540 
tGtctgagtt GoaggttGGt tatGtttoaa 600 
tcatagggat gtgagaacca cctgacttag 660 
gGtaGGaGag atataagggt gttatgotga 720 
ctgattgctg atgatggGGt taaaggtggt 780 
gGcagtgccG Gtcaggtcaa accaagccaa 840 
cagoaGtttg gGGGaaagta ttttotttaa 900 
gagggtgatg ggtagagctt tGoagaacct 960 
atctgaagga aggctgtgcc atctttgggc 1020 
tttotgoaot ggagtotoao atotgttago 1080 
gggtgaotga gttGGGtgGG GagGtttcgg 1140 
ccctctgGGG agGtGGtgGt gtaattagot 1200 
agGtGtgcag GcagGCtatg goaattatat 1260 
Gtaotaaaao aatgatggtt attttagatg 1320 
tggacGactc aagGtottGg atacoaaaat 1380 
taagaagata gcaoagatat cgggatatta 1440 
tgatGtoatt gatgtacaca accaagttcc 1500 

1519 



<210> 31 

<211> 3273 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (188).. (2968) 
<400> 31 

cttttttgGt gtGgcGgGGC ccaotgaagG 
ctcatttaag otttoGCcaa cgacGggoGG 
GGgcatGtgg aataggctgg ogagataott 
Ggaggtoatg gggacGcagg atocagggaa 
gataagctgt gccaaagagg atccacaagt 
ggatgtgcag gttacagact gtaagagtcc 



aagagotGGG GggGtccaot gaaaoaooag 60 
tGGgggacga tacctaacaa cgaccggcgc 120 
agtatccgag ggotogggao ttggcgGcat 180 
oatgggaacG ggcgtcooag ootcggagoa 240 
ttattgccct gaagagactg gGggcaccaa 300 
cgaagacagc cgacccccaa aagagacgga 360 
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ctgctacaat ccggaggact ctgggcagct 
ctaccaggtg CGtccctttg gctggcgcat 
gaaacccttt caagctaaca acgtctccct 
Gttgaggtac ctgcagtggt ggtaccggaa 
cgacatgatc aattctgtac ccctaagaca 
gggaggcact attacccgtg gctggagagg 
aatgtatcag caccggacag tcatcgctga 
gcagacagtg taccagcaag tcctgtccct 
ctggggcctg cgtgggtact ttgctttcta 
ctatcagctt cctggccaga atgtcaccct 
ccatgactac caggacagca gcctgcctgt 
aggggacgaa gctctagatg tgtccatcat 
agacgatgcc ccagggggtt tgtggaatga 
tgtccggggg Gtgctcctgc atcatccaac 
tgcacgagtc acggcagcta ccacggtaac 
ggggcagcag gtgtggcagg atctacttca 
aagcacccct acgcagaaag gagtaggcat 
gcgacctcga ggccagtgcc gcctggagtt 
gtttggagct aaaggccaag tccactacag 
agatgcagca cctgccctca gccactatgc 
gatctcagct tggcagagcc cggtattgga 
tgcgctgttc aaagaactat acttcctggc 
tgaggactcc ctaccagagg agctgggcag 
ggactacggt cgatttggct accttgaggg 
tgtccacttt tatgcttcct ttgccctcat 
acagtatgac atggctctgg ccactctcag 
gagtggggtg atggcacctg tgaaaaggag 
agatgatgaa ccatggctcc gcgtcaatgc 
ggacctgaac ctgaagtttg tgctgcaggt 
aaacttcctg aaggacatgt ggcctgtgtg 
tgacaaggac catgatggac tcattgaaaa 
atgggtgacc acaggcccca gtgcttactg 
gatggtccag atggctgctc tgtgtggggc 
cctcagccgg ggccaagaag cctatgagag 
tgacagcagc tctcggcctc agtctcgtag 
gttcctgaag gcctgtggcc taggagaagg 
ggtccgtgct ctccaaacta tctttgagct 
gggggctgtg aatgggatgc agccccatgg 
tgaagtctgg gtgggtgtgg tctacgggct 
ttgggagggc ttccagacag ctgaaggctg 
ggccttccag accccagagg catactgcca 
gcggccactg agcatatggg ccatgcagct 
ctcctggcca aaagtcaaac agggcacagg 
ggaagccatg gcaaacctga gcccagagtg 
acagcccagc ctccagcctg gcctttcctc 
ccatcaggac aatcataccc cttcccttct 
tgagggtgac ctaggcagca ttagaatcac 
actgcgtgaa atgttcaggg tggtcagttg 



gatggtttcc tatgagggta aagctatggg 420 
ctgtctggct catgagttta cagagaagag 480 
aagcaacatg ataaagcata taggcatggg 540 
gacccatgtg gaaaagaaga cacctttcat 600 
gatttatggt tgtcccttgg gtggcatcgg 660 
ccagttctgt cgttggcagc ttaaccctgg 720 
ccaattcaca gtgtgcctgc gtcgggaagg 780 
ggagcgccca agtgtcctcc gcagctggaa 840 
ccatgccctc tatccccgag cctggactgt 900 
cacctgccgt cagatcacac ccatcttgcc 960 
aggagtcttt gtgtgggatg tggaaaatga 1020 
gttctccatg cggaatggac tgggtggtgg 1080 
gcccttctgt ctggagcgta gcggggaaac 1140 
ccttccaaac ccctacacga tggctgtggc 1200 
ccacatcaca gcctttgacc ctgacagcac 1260 
ggatggacag ctggactctc ccactggcca 1320 
tgctggagct gtgtgtgttt ccagcaagtt 1380 
ttcactggct tgggacatgc ccaggatcat 1440 
gcggtataca aggttctttg gccaggatgg 1500 
actgtgccga tacgcagagt gggaagagag 1560 
tgacagatca ctgcctgcct ggtacaaatc 1620 
tgatggaggc acagtgtggc tggaagttct 1680 
aaacatgtgt cacctccgcc ccaccctacg 1740 
ccaggagtac cgcatgtaca acacatatga 1800 
catgctctgg cccaaacttg agctcagcct 1860 
ggaggacctg acacggcgac ggtacctgat 1920 
gaacgtcatc ccccatgata ttggggaccc 1980 
atatttaatc catgatactg ctgattggaa 2040 
ttatcgggac tattacctca cgggtgatca 2100 
tctagctgtg atggaatctg aaatgaagtt 2160 
tggaggctat gcagaccaga cctatgatgg 2220 
tggagggctg tggctggcag ctgtggctgt 2280 
acaggacatc caggataagt tttcttctat 2340 
actgctgtgg aatggccgct attacaacta 2400 
tgttatgtct gaccagtgtg ctggacagtg 2460 
agacactgag gtgtttccta cccaacatgt 2520 
gaacgtccag gcctttgcag gaggggccat 2580 
tgtccctgat aaatccagtg tgcagtctga 2640 
ggcagctacc atgatccaag agggcctgac 2700 
ctaccgtacc gtgtgggagc gcctgggtct 2760 
gcagcgagtg ttccgctcac tggcctacat 2820 
agccctgcaa cagcagcagc acaaaaaggc 2880 
actaaggaca gggcctatgt ttggaccaaa 2940 
agccgtctga actgtgggag ggaagtgcta 3000 
cttcccctct gaacctcctg caaccctgag 3060 
ctccacccaa ttgtgccagt aaatgggggt 3120 
ttatttattt ctttcctcac ctgttccctg 3180 
atttccccag gtacattcat ggtgtgacag 3240 
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acacatgggt acaaataaaa gacccagaaa gcc 3273 



<210> 32 
<211> 927 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Gly Thr Gin Asp Pro Gly Asn Met Gly Thr Gly Val Pro Ala Ser 

15 10 15 

Glu Gin Me Ser Cys Ala Lys Glu Asp Pro Gin Val Tyr Cys Pro Glu 

20 25 30 

Glu Thr Gly Gly Thr Lys Asp Val Gin Val Thr Asp Cys Lys Ser Pro 

35 40 45 

Glu Asp Ser Arg Pro Pro Lys Glu Thr Asp Cys Tyr Asn Pro Glu Asp 

50 55 60 

Ser Gly Gin Leu Met Val Ser Tyr Glu Gly Lys Ala Met Gly Tyr Gin 
65 70 75 80 

Val Pro Pro Phe Gly Trp Arg Me Cys Leu Ala His Glu Phe Thr Glu 

85 90 95 

Lys Arg Lys Pro Phe Gin Ala Asn Asn Va I Ser Leu Ser Asn Met 1 1 e 

100 105 110 

Lys His 1 1 e G I y Met G I y Leu Arg Tyr Leu G I n Trp Trp Tyr Arg Lys 

115 120 125 

Thr His Val Glu Lys Lys Thr Pro Phe Me Asp Met Me Asn Ser Val 

130 135 140 

Pro Leu Arg Gin Me Tyr Gly Cys Pro Leu Gly Gly Me Gly Gly Gly 
145 150 155 160 

Thr 1 1 e Thr Arg G I y Trp Arg Gly Gin Phe Cys Arg Trp G I n Leu Asn 

165 170 175 

Pro Gly Met Tyr Gin His Arg Thr Val I le Ala Asp Gin Phe Thr Val 

180 185 190 

Cys Leu Arg Arg Glu Gly Gin Thr Val Tyr Gin Gin Val Leu Ser Leu 

195 200 205 

Glu Arg Pro Ser Val Leu Arg Ser Trp Asn Trp Gly Leu Arg Gly Tyr 

210 215 220 

Phe Ala Phe Tyr His Ala Leu Tyr Pro Arg Ala Trp Thr Val Tyr Gin 
225 230 235 240 

Leu Pro Gly Gin Asn Va I Thr Leu Thr Cys Arg Gin Me Thr Pro I I e 

245 250 255 

Leu Pro His Asp Tyr Gin Asp Ser Ser Leu Pro Val Gly Val Phe Val 

260 265 270 

Trp Asp Val Glu Asn Glu Gly Asp Glu Ala Leu Asp Val Ser Me Met 

275 280 285 

Phe Ser Met Arg Asn Gly Leu Gly Gly Gly Asp Asp Ala Pro Gly Gly 

290 295 300 

Leu Trp Asn Glu Pro Phe Cys Leu Glu Arg Ser Gly Glu Thr Val Arg 
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305 






310 


Gly 


Leu 


Leu 


Leu His His Pro Thr 








325 


Val 


Ala 


Ala 


Arg Val Thr Ala Ala 








340 


Phe 


Asp 


Pro 


Asp Ser Thr Gly Gin 






355 


360 


ASD 


Gly 


Gin 


Leu Asp Ser Pro Thr 




370 




375 


Gly 


Val 


Gly 


1 Ie Ala Gly Ala Val 


385 






390 


Arg 


Gly 


Gin 


Cys Arg Leu G 1 u Phe 








405 


1 ie 


Met 


Phe 


Gly Ala Lys Gly Gin 








420 


Phe 


Phe Gly 


Gin Asp Gly Asp Ala 






435 


440 


Leu 


Cys Arg 


Tyr Ala Glu Trp Glu 




450 




455 


Pro 


Val 


Leu 


Asp Asp Arg Ser Leu 


465 






470 


Phe 


Lys 


Glu 


Leu Tyr Phe Leu Ala 








485 


Val 


Leu 


Glu 


Asp Ser Leu Pro Glu 








500 


Leu 


Arg Pro 


Thr Leu Arg Asp Tyr 






515 


520 


Gin 


Glu 


Tyr 


Arg Met Tyr Asn Thr 




530 




535 


Phe 


Ala 


Leu 


1 Ie Met Leu Trp Pro 


545 






550 


Asp 


Met 


Ala 


Leu Ala Thr Leu Arg 








565 


Leu 


Met 


Ser 


Gly Val Met Ala Pro 








580 


His 


Asp 


1 Ie 


Gly Asp Pro Asp Asp 






595 


600 


Tyr 


Leu 


Me 


His Asp Thr Ala Asp 




610 




615 


Val 


Leu 


Gin 


Val Tyr Arg Asp Tyr 


625 






630 


Leu 


Lys Asp 


Met Trp Pro Val Cys 








645 


Lys 


Phe Asp 


Lys Asp His Asp Gly 








660 


Asp 


Gin 


Thr 


Tyr Asp Gly Trp Val 






675 


680 


Gly 


Gly Leu 


Trp Leu Ala Ala Val 







315 










320 


Leu 


Pro 


Asn 


Pro 


Tyr 


Thr 


Met 


Ala 




330 










335 




Thr 


Thr 


Val 


Thr 


His 


1 Ie 


Thr 


Ala 


345 










350 






Gin 


Val 


Trp 


Gin 


Asp 


Leu 


Leu 


Gin 










365 








Gly 


Gin 


Ser 


Thr 


Pro 


Thr 


Gin 


Lys 








380 










Cys 


Val 


Ser 


Ser 


Lys 


Leu 


Arg 


Pro 






395 










400 


Ser 


Leu 


Ala 


Trp 


Asp 


Met 


Pro 


Arg 




410 










415 




Val 


His 


Tyr 


Arg 


Arg 


Tyr 


Thr 


Arg 


425 










430 






Ala 


Pro 


Ala 


Leu 


Ser 


His 


Tyr 


Ala 










445 








Glu 


Arg 


1 Ie 


Ser 


Ala 


Trp 


Gin 


Ser 








460 










Pro 


Ala 


Trp 


Tyr 


Lys 


Ser 


Ala 


Leu 






475 










480 


Asp 


Gly 


Gly 


Thr 


Val 


Trp 


Leu 


Glu 




490 










495 




Glu 


Leu 


Gly 


Arg 


Asn 


Met 


Cys 


His 


505 










510 






Gly 


Arg 


Phe 


Gly 


Tyr 


Leu 


Glu 


Gly 










525 








Tyr 


Asp 


Val 


His 


Phe 


Tyr 


Ala 


Ser 








540 










Lys 


Leu 


Glu 


Leu 


Ser 


Leu 


Gin 


Tyr 






555 










560 


Glu 


Asp 


Leu 


Thr 


Arg 


Arg 


Arg 


Tyr 




570 










575 




Val 


Lys 


Arg 


Arg 


Asn 


Val 


1 Ie 


Pro 


585 










590 






Glu 


Pro 


Trp 


Leu 


Arg 


Val 


Asn 


Ala 










605 








Trp 


Lys 


Asp 


Leu 


Asn 


Leu 


Lys 


Phe 








620 










Tyr 


Leu 


Thr 


Gly 


Asp 


Gin 


Asn 


Phe 






635 










640 


Leu 


Ala 


Val 


Met 


Glu 


Ser 


Giu 


Met 




650 










655 




Leu 


1 Ie 


Glu 


Asn 


Gly 


Gly 


Tyr 


Ala 


665 










670 






Thr 


Thr 


Gly 


Pro 


Ser 


Ala 


Tyr 


Cys 










685 








Ala 


Val 


Met 


Val 


Gin 


Met 


Ala 


Ala 
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690 






695 


700 










Leu 


Cys 


Gly Ala 


Gin 


Asp 1 le 


Gin Asp Lys Phe Ser 


Ser 


1 le 


Leu 


Ser 


705 








710 


715 








720 


Arg 


Gly 


Gin Glu 


Ala 


Tyr Glu 


Arg Leu Leu Trp Asn 


Gly 


Arg 


Tyr 


Tyr 








725 




730 






735 




Asn 


Tyr Asp Ser Ser 


Ser Arg Pro Gin Ser Arg Ser 


Val 


Met 


Ser 


Asp 






740 






745 




750 






Gin 


Cys 


Ala Gly 


Gin 


Trp Phe 


Leu Lys Ala Cys Gly 


Leu 


Gly 


Glu 


Gly 






755 






760 


765 








Asp 


Thr 


Glu Val 


Phe 


Pro Thr 


Gin His Val Val Arg 


Ala 


Leu 


Gin 


Thr 




770 






775 


780 










1 le 


Phe 


Glu Leu 


Asn 


Val Gin 


Ala Phe Ala Gly Gly 


Ala 


Met 


Gly 


Ala 


785 








790 


795 








800 


Val 


Asn 


Gly Met 


Gin 


Pro His 


Gly Val Pro Asp Lys 


Ser 


Ser 


Val 


Gin 








805 




810 






815 




Ser 


Asp Glu Val 


Trp 


Val Gly 


Val Val Tyr Gly Leu 


Ala 


Ala 


Thr 


Met 






820 






825 




830 






1 le 


Gin 


Glu Gly 


Leu 


Thr Trp Glu Gly Phe Gin Thr 


Ala 


Glu 


Gly 


Cys 






835 






840 


845 








Tyr 


Arg 


Thr Val 


Trp 


Glu Arg 


Leu Gly Leu Ala Phe 


Gin 


Thr 


Pro 


Glu 




850 






855 


860 










Ala 


Tyr Cys Gin Gin 


Arg Val 


Phe Arg Ser Leu Ala 


Tyr 


Met 


Arg 


Pro 


865 








870 


875 








880 


Leu 


Ser 


1 le Trp Ala 


Met Gin 


Leu Ala Leu Gin Gin 


Gin 


Gin 


His 


Lys 








885 




890 






895 




Lys 


Ala 


Ser Trp 


Pro 


Lys Val 


Lys Gin Gly Thr Gly 


Leu 


Arg 


Thr 


Gly 






900 






905 




910 






Pro 


Met 


Phe Gly 


Pro 


Lys Glu Ala Met Ala Asn Leu 


Ser 


Pro 


Glu 








915 






920 


925 









<210> 33 
<211> 1475 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (41),. (1393) 

<400> 33 

aagccggagt ctagagctcc gggcgcgggg 
gtCGccggcg ggcggtgcgg gcgaggaggc 
cgaggaccct gagcggccga atgogggago 
tagcgtcagc ggaggaggcg gcggcggcgg 
gggcgcgctc accaggcgcg cggtcacact 
gGctggcgGC ggggtgctgt ccatctacta 
gccagacgga aggatcatgt ggcaggagac 



aggcgcggcc atggcagctc cggagccgct 60 
gccggaggag gaogaggaog aagcggaggc 120 
gggcggtgga cgcagtggcg gcggcggcag 180 

ggCGggagCg gggggGtgGg gGgggGGGgg 240 

gcgggtgctG GtGaaagaog Ggctgotgga 300 
GGtggggaag aagttcGtgg gogacctgca 360 
GgggcagacG ttGaactoaG Goagogcotg 420 
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ggccacccac tgcaagaagc tggtgaaccc 
tgtcaagtac aaaggccaga aactggacaa 
gctgcacacg cctgccacgg ctgctgatga 
gttgctgatg gaagagaagg aggaggacgt 
tcggagacca ctggggaaga gcccttcaga 
gaagcgggtg gacagcaaga tccgggttcc 
cttggccagg aacccccaca ccctggtgga 
ccagccgttc aacgtggctg tttctagcaa 
gttcctgcgg ggcctgtccc tggtgggctg 
gccatctctg caggacatcg acgcacagat 
caatggcttc cagccctgCG tcgccctgct 
ccccgagtcc aagatctcgc ctttctgggt 
ctatggcatc cccatggatg tggagatggc 
catccttcac gagatgatgc tgctggtgga 
gctccaggaa ccctggagcc aggagcacac 
cagcaggacg cccaaggacc agagcctgtg 
caagcagggg agctgagcct tccagggcag 
tgggctcagg taataaagaa acggaagcag 



tgccaagaag tcgggctgtg gctgggcctc 480 
gtacaaggcc acctggctcc ggctgcacca 540 
gagcccagcc agtgaagggg aggaggagga 600 
tctggcgggg gtctcagcag aggacaagag 660 
gcctgcccac ccggaggcca caaccccagg 720 
ggtcGgctac tgcatgctgg gcagccgcga 780 
agtaacatcc tttgcagcca tcaacaagtt 840 
cgtgctgttc ctgctgatct accagagcGt 900 
gtaccacagc cacGcacaca goccggcgct 960 
ggaGtaGcag ctgGggctgc agggctccag 1020 
GtgctGccct tactattctg gcaacccagg 1080 
gatgcctcct cGcgagcaaa ggcccagtga 1140 
ctacgtGGag gacagGttGG tgaccaatga 1200 
gttGtacaag ggttcccctg acctGgtgag 1260 
ctacGtcgac aagcttaaga totocttggc 1320 
tGacgtcGtg gaaGaggtgt gcggcgtcct 1380 
ggtgggGtGG agttgtcttg agggtccgga 1440 
cagoc 1475 



<210> 34 
<211> 451 
<212> PRT 

<213> Homo sapiens 



<400> 34 
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Ala Pro Glu 
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Leu 


Ser 


Pro 


Ala Giy Gly Ala Gly Glu Glu 
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Glu 
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Glu Ala Glu Asp Pro Glu Arg 
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Ala Gly Ala 


Gly 


Gly 
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Ser Giy Gly Gly Gly Ser Ser 
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Gly Gly Gly 


Gly 


Gly 


Gly 


Gly 


Aia Gly Ala Gly Gly Cys Gly 




50 
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Giy 


Pro 


Gly Gly Ala 
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Thr 


Arg 


Arg 


Aia Val Thr Leu Arg Vai Leu 


65 
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75 80 


Leu 


Lys 


Asp Ala Leu 


Leu 


Glu 


Pro 


Giy 


Aia Gly Val Leu Ser Me Tyr 






85 










90 95 


Tyr 


Leu 


Gly Lys Lys 


Phe 


Leu 


Gly 


Asp 


Leu G 1 n Pro Asp G 1 y Arg 1 i e 
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Met 


Trp 


Gin Glu Thr 


Gly 


Gin 


Thr 


Phe 


Asn Ser Pro Ser Ala Trp Aia 
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Thr 


His 


Cys Lys Lys 


Leu 


Val 


Asn 


Pro 


Ala Lys Lys Ser Gly Cys Gly 




130 






135 






140 


Trp 


Ala 


Ser Val Lys 


Tyr 


Lys 


Gly 


Gin 


Lys Leu Asp Lys Tyr Lys Aia 


145 






150 








155 160 


Thr 


Trp 


Leu Arg Leu 


His 


Gin 


Leu 


His 


Thr Pro Aia Thr Ala Aia Asp 



165 170 175 
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Glu 


Ser 


Pro 


Ala 


Ser 
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Gly Glu 
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Lys 


Glu 


Glu 


Asp 


Val 


Leu 


Ala Gly 
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Pro Ser 
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<210> 35 
<211> 1346 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (65) . . (664) 



<400> 35 
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agcggaggag gaagctgagc agggcggcgg 
cgccatgggc cgcctgcact gcactgagga 
gcagcagctg aaccagctgg gcgcgcagca 
cttcctaact gagccaaaag aggtggaaag 
caccaatcag atcagtcttg gctccctcag 
aaatggtgct ttgaagaaga gtctcacagc 
gggtcttagt gaggagaaag ccacttactt 
ccttgctcga tgggccatag gtcagactct 
gaaatttgga gtgacatctg ggagcagcga 
actaaagttg gtggttaaga aaggaaatca 
gcctcagttc tacagcttCG tgcacgagat 
ctgctgattt ctgtccctgG atctcccctg 
ggtgactgct ctgagaggca cttcactcac 
tggctccatg gggcccaggt gcaaagggtt 
gagcccaaca caattaccct gtaaactctc 
aggacacatt tttagatact ctgacaggcc 
gttgtcacct ccccttcaaa gttccagagt 
tgctgatcac cctcctccca aaaagcaaga 
gtctgaatga cacatataca gagcccccac 
tggaacattg ccaatcagtt cttaatgagg 
tctgcagaga actgaggcta aactctgtcc 
acgaggtggg ccttttgagg ccattttagt 
agatgatgaa taaaaaggtt ctgaag 



cggcggtgga acctgcgggg ctggggcgcg 60 
cccggtgccg gaggccgtgg gcggcgacat 120 
gttctcagcc ctgacagagg tgcttttcca 180 
atttctggct cagctctctg aatttgccac 240 
aagcatcgtg aaaagcctcc ttctggttcc 300 
caagcaggtc caggcggatt tcataactct 360 
ttctgaaaag tggaagcaga atgctcccac 420 
gatgattaac cagctcatag atatggagtg 480 
attggagaaa gtgggaagta tatttttaca 540 
aaccgaaaat gtgtatatag aattaacctt 600 
ggagcgagtc agaaccagca tggagtgttt 660 
gccccgttcc ctgccctcct cccttccctg 720 
aggcctgtgg gatgctccat ggggccctgc 780 
tctgaaaaac agcaggatta agtactgaaa 840 
tgttagggca accaccacca cctgtcttcc 900 
actgcatctc agattcaggg gagaaaataa 960 
aaacaaatgg tgccatcatt caagataaca 1020 
gcttgtttat ggctgaggaa tcggcggatt 1080 
ggatttctgc acactctggg tctgtgctgg 1140 
cacctgtgtg taaatacatg cttggtcttc 1200 
ctacttctgg ttttgccctg tcatgtcgta 1260 
ttgagttcga gccaaccacc tctgttggtt 1320 

1346 



<210> 36 

<211> 200 

<212> PRT 

<213> Homo sapiens 



<400> 36 
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130 135 140 

Ser Gly Ser Ser Glu Leu Glu Lys Val Gly Ser lie Phe Leu Gin Leu 
145 150 155 160 

Lys Leu Val Val Lys Lys Gly Asn Gin Thr Glu Asn Val Tyr Me Glu 

165 170 175 

Leu Thr Leu Pro Gin Phe Tyr Ser Phe Leu His Glu Met Glu Arg Val 

180 185 190 

Arg Thr Ser Met Glu Oys Phe Cys 
195 200 



<210> 37 
<211> 30 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Descr i pt i on of Art i f i c i a I Sequence : art i f i c i a 1 1 y 
synthesized sequence 

<400> 37 

agcaucgagu cggccuuguu ggccuacugg 30 



<210> 38 
<211> 42 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 38 

gcggctgaag acggcctatg tggccttttt tttttttttt tt 42 



<210> 39 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Descr i pt i on of Art i f i c i a I Sequence : art i f i c i a I I y 
synthesized sequence 



<400> 39 

agcatcgagt cggccttgtt g 



21 
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<210> 40 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 40 

gcggctgaag acggcctatg t 21 



<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Descr i pt i on of Art i f i c i a I Sequence : art i f I c i a II y 
synthesized sequence 

<400> 41 

tacggaagtg ttacttctgc 20 



<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 42 

tgtgggaggt tttttctcta 20 



<210> 43 
<211> 17 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 
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synthesized sequence 
<400> 43 

gttttcccag tcacgac 17 



<210> 44 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 44 

caggaaacag ctatgac 



17 
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